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Pro Gin Ala 
His Ser Asn 
Asn Pro Leu 
Phe Val Gly 
Leu Val lie 
Thr Gly Thr 
lie Ser Ser 
Arg Thr Leu 
Phe Asn Gly 
Gin lie Tyr 
Leu Arg lie 
Ser Arg Ala 
Ser Phe Asn 
Leu Asn Gin 
Leu Ala Ala 
Tyr Ala Tyr 
Asn Leu Asn 
Gin Glu Lys 
Glu Asn Glu 
Thr Gly Ala 
lie Arg Leu 
Asn Leu Leu 
Pro Ser Ser 
Phe Met Gly 
Ser Trp Gly 
Ser Gly Cys 
Ser Ala He 





155 




Pro 


Val 


His 




170 




Leu 


Ala 


Leu 




185 




Asn 


Leu 


Ser 




200 




Arg 


Ser 


Leu 




215 




Thr 


Leu 


Asp 




230 




He 


Lys 


Ala 




245 




Ser 


He 


Ser 




260 




Leu 


Arg 


Thr 




275 




Asn 


Ser 


Ala 




290 




Arg 


Gly 


Ala 




305 




Val 


His 


Leu 




320 




He 


Pro 


Asn 




335 




Asp 


Leu 


Ser 




350 




Cys 


His 


Ala 




365 




Gin 


He 


Lys 




380 




Leu 


Asp 


Leu 




395 




Phe 


Ala 


Thr 




410 




Glu 


Leu 


Thr 




425 




Leu 


Lys 


Leu 




440 




Lys 


Asp 


Phe 




455 




Gin 


Cys 


Cys 




470 




Thr 


Glu 


Asp 




485 




Gly 


Thr 


Ala 




500 




Glu 


His 


Ser 




515 




Phe 


Lys 


Pro 




530 




Thr 


Val 


Trp 




545 




Val 


He 


Leu 




560 




Lys 


Leu 


Phe 




575 




lie 


Tyr 


Thr 




590 




Arg 


Phe 


Ala 




605 




Lys 


Val 


Ala 




620 




Phe 


Leu 


Leu 



Pro Leu Ser 
Asn Lys He 
Ser Leu Val 
Ser Gin His 
Leu Asn Tyr 
Leu Pro Ser 
Val He Pro 
He His Leu 
Phe His Asn 
Ser Met Val 
Glu Ser Leu 
Asn Leu Cys 
Tyr Asn Asn 
Leu Glu Glu 
Glu Gly Thr 
Ser Arg Asn 
Leu Gly Pro 
Ser Phe Pro 
Val Gly Asn 
Val Asn Leu 
Ala Phe Trp 
Asn Ser Leu 
Asp Ala Ala 
Gin He He 
Cys Glu Tyr 
Phe He Phe 
Thr Thr Phe 
He Gly Leu 
Gly He Leu 
Glu Phe Gly 
Gly Phe Leu 
Met Leu Ala 



160 






Asn 


Leu 


Pro 


175 






Ser 


Ser 


He 


190 






Val 


Leu 


His 


205 






Cys 


Phe 


Asp 


220 






Asn 


Asn 


Leu 


23 5 






Leu 


Lys 


Glu 


250 






Asp 


Gly 


Ala 


265 






Tyr 


Asp 


Asn 


280 






Leu 


Ser 


Asp 


295 






Gin 


Gin 


Phe 


310 






Thr 


Leu 


Thr 


325 






Gin 


Glu 


Gin 


340 






He 


Arg 


Asp 


355 






He 


Ser 


Leu 


370 






Phe 


Gin 


Gly 


385 






Leu 


He 


His 


400 






He 


Thr 


Asn 


415 






Thr 


Glu 


Gly 


430 






Phe 


Lys 


Leu 


445 






Arg 


Ser 


Leu 


460 






Gly 


Cys 


Asp 


475 






Gin 


Asp 


His 


490 






Asn 


Val 


Thr 


505 






He 


His 


Cys 


520 






Leu 


Leu 


Gly 


535 






Leu 


Val 


Ala 


550 






Ala 


Ser 


Cys 


565 






He 


Ser 


Val 


580 






Thr 


Phe 


Leu 


595 






He 


Trp 


Trp 


610 






Ala 


Val 


Phe 


625 






Thr 


Val 


Glu 
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165 


Thr 


Leu 


Gin 






180 


Pro 


Asp 


Phe 






195 


Leu 


His 


Asn 






210 


Gly 


Leu 


Asp 






225 


Gly 


Glu 


Phe 






240 


Leu 


Gly 


Phe 






255 


Phe 


Asp 


Gly 






270 


Pro 


Leu 


Ser 






285 


Leu 


His 


Ser 






300 


Pro 


Asn 


Leu 






315 


Gly 


Thr 


Lys 






330 


Lys 


Met 


Leu 






345 


Leu 


Pro 


Ser 






360 


Gin 


Arg 


Asn 






375 


Leu 


He 


Ser 






390 


Glu 


He 


His 






405 


Leu 


Asp 


Val 






420 


Leu 


Asn 


Gly 






435 


Lys 


Glu 


Ala 






450 


Ser 


Val 


Pro 






465 


Ser 


Tyr 


Ala 






480 


Ser 


Val 


Ala 






495 


Ser 


Thr 


Leu 






510 


Thr 


Pro 


Ser 






525 


Ser 


Trp 


Met 






540 


Leu 


Phe 


Phe 






555 


Thr 


Ser 


Leu 






570 


Ser 


Asn 


Leu 






585 


Asp 


Ala 


Val 






600 


Glu 


Thr 


Gly 






615 


Ser 


Ser 


Glu 






630 


Arg 


Ser 


Leu 
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635 










640 










645 


Ser 


Ala 


Lys 


Asp 


He 


Met 


Lys 


Asn 


Gly 


Lys 


Ser 


Asn 


His 


Leu 


Lys 










650 










655 










660 


Gin 


Phe 


Arg 


Val 


Ala 


Ala 


Leu 


Leu 


Ala 


Phe 


Leu 


Gly 


Ala 


Thr 


Val 










665 










670 










675 


Ala 


Gly 


Cys 


Phe 


Pro 


Leu 


Phe 


His 


Arg 


Gly Glu 


Tyr 


Ser 


Ala 


Ser 










680 










685 










690 


Pro 


Leu 


Cys 


Leu 


Pro 


Phe 


Pro 


Thr 


Gly 


Glu 


Thr 


Pro 


Ser 


Leu 


Gly 










695 










700 










705 


Phe 


Thr 


Val 


Thr 


Leu 


Val 


Leu 


Leu 


Asn 


Ser 


Leu 


Ala 


Phe 


Leu 


Leu 










710 










715 










720 


Met 


Ala 


Val 


He 


Tyr 


Thr 


Lys 


Leu 


Tyr 


Cys 


Asn 


Leu 


Glu 


Lys 


Glu 










725 










730 










735 


Asp 


Leu 


Ser 


Glu 


Asn 


Ser 


Gin 


Ser 


Ser 


Met 


lie 


Lys 


His 


Val 


Ala 










740 










745 










750 


Trp 


Leu 


He 


Phe 


Thr 


Asn 


Cys 


He 


Phe 


Phe 


Cys 


Pro 


Val 


Ala 


Phe 








755 










760 










765 


Phe 


Ser 


Phe 


Ala 


Pro 


Leu 


He 


Thr 


Ala 


He 


Ser 


He 


Ser 


Pro 


Glu 










770 










775 










780 


lie 


Met 


Lys 


Ser 


Val 


Thr 


Leu 


He 


Phe 


Phe 


Pro 


Leu 


Pro 


Ala 


Cys 










785 










790 










795 


Leu 


Asn 


Pro 


Val 


Leu 


Tyr 


Val 


Phe 


Phe 


Asn 


Pro 


Lys 


Phe 


Lys 


Glu 










800 










805 










810 


Asp 


Trp 


Lys 


Leu 


Leu 


Lys 


Arg 


Arg 


Val 


Thr 


Lys 


Lys 


Ser 


Gly 


Ser 










815 










820 










825 


val 


Ser 


Val 


Ser 


He 


Ser 


Ser 


Gin 


Gly Gly 


Cys 


Leu 


Glu 


Gin 


Asp 










830 










835 










840 


Phe 


Tyr 


Tyr 


Asp 


Cys 


Gly 


Met 


Tyr 


Ser 


His 


Leu 


Gin 


Gly Asn 


Leu 










845 










850 










855 


Thr 


Val 


Cys 


Asp 


Cys 


Cys 


Glu 


Ser 


Phe 


Leu 


Leu 


Thr 


Lys 


Pro 


Val 










860 










865 










870 


Ser 


Cys 


Lys 


His 


Leu 


He 


Lys 


Ser 


His 


Ser 


Cys 


Pro 


Ala 


Leu 


Ala 










875 










880 










885 


Val 


Ala 


Ser 


Cys 


Gin 


Arg 


Pro 


Glu 


Gly 


Tyr 


Trp 


Ser 


Asp 


Cys 


Gly 










890 










895 










900 


Thr 


Gin 


Ser 


Ala 


His 


Ser 


Asp 


Tyr 


Ala 


Asp 


Glu 


Glu 


Asp 


Ser 


Phe 










905 










910 










915 


Val 


Ser 


Asp 


Ser 


Ser 


Asp 


Gin 


Val 


Gin 


Ala 


Cys 


Gly Arg 


Ala 


Cys 










920 










925 










930 


Phe 


Tyr 


Gin 


Ser 


Arg 


Gly 


Phe 


Pro 


Leu 


Val 


Arg 


Tyr 


Ala 


Tyr 


Asn 










935 










940 










945 


Leu 


Pro 


Arg 


Val 


Lys 


Asp 




























950 






















<210> 6 





























<211> 413 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2925789CD1 



<400> 6 




























Met 


Gly 


Thr 


Phe 


Cys 


Ser 


Val 


He 


Lys 


Phe 


Glu 


Asn 


Leu 


Gin 


Glu 


1 








5 










10 










15 


Leu 


Lys 


Arg 


Leu 


Cys 


His 


Trp 


Gly 


Pro 


lie 


He 


Ala 


Leu 


Gly 


Val 










20 










25 










30 


He 


Ala 


He 


Cys 


Ser 


Thr 


Met 


Ala 


Met 


He 


Asp 


Ser 


Val 


Leu 


Trp 










35 










40 










45 


Tyr 


Trp 


Pro 


Leu 


His 


Thr 


Thr 


Gly Gly 


Ser 


Val 


Asn 


Phe 


He 


Met 










50 










55 










60 


Leu 


He 


Asn 


Trp 


Thr 


Val 


Met 


He 


Leu 


Tyr 


Asn 


Tyr 


Phe 


Asn 


Ala 










65 










70 










75 


Met 


Phe 


Val 


Gly 


Pro 


Gly 


Phe 


Val 


Pro 


Leu 


Gly 


Trp 


Lys 


Pro 


Glu 



7/36 



PF-0726 PCT 











80 


He 


Ser 


Gin 


Asp 


Thr 
95 


Ala 


Tyr 


Lys 


Ala 


Pro 
110 


Cys 


Val 


Met 


Lys 


Met 
125 


Cys 


Gly 


Tyr 


Gin 


Asn 
140 


Ala 


Pro 


Leu 


Gly 


Cys 
155 


Met 


Tyr 


Thr 


Gin 


Leu 
170 


Val 


Lys 


He 


Asp 


Met 
185 


Val 


Pro 


Phe 


Gly 


Leu 

200 


Gly 


Leu 


Ala 


Leu 


Gly 
215 


He 


Gin 


Met 


Lys 


He 
230 


Trp 


He 


Glu 


Glu 


Lys 
245 


Asp 


Glu 


Val 


Phe 


Val 
260 


Asn 


Phe 


Lys 


Gin 


Val 
275 


Gly 


Leu 


Glu 


Trp 


Pro 
290 


Thr 


He 


Glu 


Gin 


Leu 
305 


Val 


Arg 


Tyr 


Lys 


Val 
320 


Leu 


Asn 


Lys 


Gly 


He 
335 


Glu 


Pro 


Arg 


He 


Gin 
350 


Arg 


Gly 


Leu 


Arg 


Tyr 
365 


Ser 


Phe 


He 


Glu 


Gly 
380 


Lys 


Cys 


Val 


Glu 


Lys 
395 


Pro 


Glu 


Gly 


Glu 


Lys 
410 


<210> 7 









<211> 144 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 

<400> 7 

Met Lys Gly Lys Ala 
1 5 
Gly Glu Glu Thr Leu 
20 

Ala Gly Arg Pro Asn 
35 

Trp Glu Ser Trp Gly 
50 

Tyr His Pro Glu Glu 











85 


Met 


Tyr 


Leu 


Gin 


Tyr 
100 


Arg 


Ser 


His 


His 


Cys 
115 


Asp 


His 


His 


Cys 


Pro 
130 


His 


Ala 


Ser 


Phe 


Thr 
145 


He 


His 


Ala 


Ala 


Phe 
160 


Tyr 


His 


Arg 


Leu 


Ser 
175 


Ser 


Ala 


Ala 


Arg 


Arg 
190 


Ala 


Ala 


Phe 


Ala 


Thr 
205 


Thr 


Thr 


He 


Ala 


Val 
220 


He 


Leu 


Arg 


Asn 


Lys 
235 


Ala 


Lys 


Asp 


Arg 


He 
250 


Phe 


Pro 


Tyr 


Asp 


Met 
265 


Phe 


Thr 


Trp 


Ser 


Gly 
280 


Val 


Arg 


Glu 


Gly 


Cys 
295 


Lys 


Gin 


Lys 


Ala 


Asp 
310 


He 


Glu 


Asp 


Tyr 


Ser 
325 


Lys 


Thr 


Phe 


Phe 


Thr 
340 


Leu 


Gin 


Lys 


Gly 


Glu 
355 


Trp 


Leu 


Tyr 


Gly 


Asp 
370 


Val 


Ser 


Arg 


He 


Arg 
385 


Cys 


Pro 


Cys 


Asp 


Ala 
400 


Lys 


Asn 


Arg 







3099990CD1 



Arg 


Lys 


Leu 


Phe 


Tyr 










10 


Arg 


Val 


Gly Asp 


Cys 










25 


Leu 


Pro 


Tyr 


He 


Gly 










40 


Ser 


Asn 


Met 


Val 


Val 










55 


Thr 


Lys 


Leu 


Gly 


Lys 
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90 


Cys 


Lys 


Val 


Cys 


Gin 










105 


Arg 


Lys 


Cys 


Asn 


Arg 










120 


Trp 


He 


Asn 


Asn 


Cys 










135 


Leu 


Phe 


Leu 


Leu 


Leu 










150 


He 


Phe 


Val 


Met 


Thr 










165 


Phe 


Gly 


Trp 


Asn 


Thr 










180 


Asp 


Pro 


Leu 


Pro 


He 










195 


Thr 


Leu 


Phe 


Ala 


Leu 










210 


Gly 


Met 


Leu 


Phe 


Phe 










225 


Thr 


Ser 


He 


Glu 


Ser 










240 


Gin 


Tyr 


Tyr 


Gin 


Leu 










255 


Gly 


Ser 


Arg 


Trp 


Arg 










270 


Val 


Pro 


Glu 


Gly 


Asp 










285 


His 


Gin 


Tyr 


Ser 


Leu 










300 


Lys 


Arg 


Val 


Arg 


Ser 










315 


Gly 


Ala 


Cys 


Cys 


Pro 










330 


Ser 


Pro 


Cys 


Thr 


Glu 










345 


Phe 


He 


Leu 


Ala 


Thr 










360 


Lys 


He 


Leu 


Asp 


Asp 










375 


Gly 


Trp 


Phe 


Pro 


Arg 










390 


Glu 


Thr 


Asp 


Gin 


Ala 










405 


Lys 


Ala 


lie 


Val 


Arg 










15 


Ala 


Val 


Phe 


Leu 


Ser 










30 


Arg 


He 


Glu 


Ser 


Met 










45 


Lys 


Val 


Lys 


Trp 


Phe 










60 


Arg 


Gin 


Cys 


Asp 


Gly 
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65 70 75 

Lys Asn Ala Leu Tyr Gin Ser Cys His Glu Asp Glu Asn Asp Val 
80 85 90 

Gin Thr lie Ser His Lys Cys Gin Val Val Ala Arg Glu Gin Tyr 
95 100 105 

Glu Gin Met Ala Arg Ser Arg Lys Cys Gin Asp Arg Gin Asp Leu 
110 115 120 

Tyr Tyr Leu Ala Gly Thr Tyr Asp Pro Thr Thr Gly Arg Leu Val 
125 130 135 

Thr Ala Asp Gly Val Pro lie Leu Cys 
140 

<210> 8 
<211> 174 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 103561CD1 

<400> 8 

Met Ala Pro Pro Val Arg Leu Glu Arg Pro Phe Pro Ser Arg Arg 

15 10 15 

Phe Pro Gly Leu Leu Leu Ala Ala Leu Val Leu Leu Leu Ser Ser 

Li 20 25 30 

O Phe Ser Asp Gin Cys Asn Val Pro Glu Trp Leu Pro Phe Ala Arg 

O 35 40 45 

Lil Pro Thr Asn Leu Thr Asp Asp Phe Glu Phe Pro lie Gly Thr Tyr 

h* 50 55 60 

Leu Asn Tyr Glu Cys Arg Pro Gly Tyr Ser Gly Arg Pro Phe Ser 

65 70 75 

lie lie Cys Leu Lys Asn Ser Val Trp Thr Ser Ala Lys Asp Lys 

80 85 90 

s Cys Lys Arg Lys Ser Cys Arg Asn Pro Pro Asp Pro Val Asn Gly 

O 95 100 105 

|U Met Ala His Val He Lys Asp He Gin Phe Gly Ser Gin He Lys 

jj, 110 115 120 

Tyr Ser Cys Pro Lys Gly Tyr Arg Leu He Gly Ser Ser Ser Ala 

125 130 135 

Thr Cys He He Ser Gly Asn Thr Val He Trp Asp Asn Lys Thr 

HI 140 145 150 

Pro Val Cys Asp Ser Glu Leu Lys Tyr Ala Phe Leu Phe Leu Leu 

155 160 165 
Pro He His Ser Asn Phe Ser Leu Glu 
170 

<210> 9 
<211> 449 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 288709CD1 

<400> 9 

Met Gin Leu Asp Trp Asn Gin Ala Gin Lys Ser Gly Asp Pro Gly 

15 10 15 

Pro Ser Val Val Gly Leu Val Ser He Pro Gly Met Gly Lys Leu 

20 25 30 

Leu Ala Glu Ala Pro Leu Val Leu Glu Pro Glu Lys Gin Met Leu 

35 40 45 

Leu His Glu Thr His Gin Gly Leu Leu Gin Asp Gly Ser Pro He 

50 55 60 

Leu Leu Ser Asp Val He Ser Ala Phe Leu Ser Asn Asn Asp Thr 



0 

41 



n 
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65 








Gin 


Asn 


Leu 


Ser 


Ser 
80 


Pro 


Val 


Thr 


Val 


lie 


Pro 


Arg 


Gin 
95 


Lys 


Val 


Leu 


Gin 


Asn 


Gly 


Cys 


Gly 
110 


His 


Trp 


Ala 


Gly 


Thr 


Arg 


Asp 


Thr 
125 


Ser 


Thr 


lie 


Ser 


Phe 


Ala 


Val 


Leu 
140 


Met 


Ala 


His 


Pro 


17- 1 

val 


Leu 


Thr 


val 
155 


lie 


Thr 


Tyr 


Leu 


Cys 


Leu 


Leu 


Leu 
170 


Ala 


Ala 


Leu 


lie 


/IT „ 

Gin 


Asn 


Thr 


Ser 
185 


Thr 


Ser 


Leu 


Leu 


Phe 


Leu 


Ala 


His 
200 


Leu 


Leu 


Phe 


Glu 


Pro 


Lys 


Val 


Leu 
215 


Cys 


Ser 


lie 


Leu 


Tyr 


Leu 


Ala 


Ala 

230 


Phe 


Thr 


Trp 


Leu 


Phe 


Leu 


Thr 


Ala 
245 


Arg 


Asn 


Leu 


lie 


Asn 


Arg 


Leu 


Met 
260 


Lys 


Trp 


lie 


Val 


Pro 


Ala 


Val 


Thr 
275 


Val 


Ala 


lie 


Leu 


Tyr 


Gly 


Thr 


Ala 
290 


Asp 


Arg 


Cys 


Phe 


Met 


Trp 


Ser 


Phe 
305 


Leu 


Gly 


Pro 


Asn 


Leu 


Val 


Leu 


Phe 
320 


lie 


Leu 


Val 


Leu 


Ser 


Ser 


Leu 


Asn 
335 


Ser 


Glu 


Val 


Met 


Leu 


Ala 


Phe 


Lys 
350 


Ala 


Thr 


Ala 


Thr 


Trp 


Cys 


Leu 


Gly 
365 


Leu 


Leu 


Gin 


Met 


Ala 


Tyr 


Leu 


Phe 
380 


Thr 


lie 


lie 


lie 


Phe 


Leu 


Val 


Tyr 

"3 Q C 


Cys 


Leu 


Leu 


Tyr 


Gin 


L Y S 


Trp 


Phe 
410 


Arg 


Glu 


lie 


Glu 


Thr 


Tyr 


Thr 


Leu 
425 


Ser 


Ser 


Lys 


Ser 


Glu 


Gly Asp 


Val 


Phe 


Pro 


Gly 










440 









<210> 10 
<211> 126 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 959893CD1 

<400> 10 

Met Glu Ser Phe Leu Gly Gly Val 

1 5 
Val Asp Trp Val Lys Ser Gin Lys 





70 










75 


Phe 


Thr 


Phe 


Ser 


His 


Arg 


Ser 




85 










90 


Cys 


Val 


Phe 


Trp 


Glu 


His 


Gly 




100 










105 


Thr 


Thr 


Gly 


Cys 


Ser 


Thr 


He 




115 










12 0 


Cys 


Arg 


Cys 


Thr 


His 


Leu 


Ser 




130 










13 5 


Tyr 


Asp 


Val 


Gin 


Glu 


Glu 


Asp 




14b 










150 


Met 


Gly 


Leu 


Ser 


Val 


Ser 


Leu 




1 b U 










1 b b 


Thr 


Phe 


Leu 


Leu 


Cys 


Lys 


Ala 




1 /b 










1 on 
loU 


His 


Leu 


Gin 


Leu 


Ser 


Leu 


Cys 




190 










195 


Leu 


Val 


Gly 


He 


Asp 


Arg 


Thr 




205 










210 


lie 


Ala 


Gly 


Ala 


Leu 


His 


Tyr 




22 0 










225 


Met 


Leu 


Leu 


Glu 


Gly 


Val 


His 




235 










240 


Thr 


Val 


Val 


Asn 


Tyr 


Ser 


Ser 




2 50 










2 55 


Met 


Phe 


Pro 


Val 


Gly 


Tyr 


Gly 




2 65 










270 


Ser 


Ala 


Ala 


Ser 


Trp 


Pro 


His 




0 0 r\ 










2 85 


Trp 


Leu 


His 


Leu 


Asp 


Gin 


Gly 




295 










3 00 


Val 


Cys 


Ala 


He 


Phe 


Ser 


Ala 




310 










315 


Phe 


Trp 


He 


Leu 


Lys 


Arg 


Lys 




325 










330 


Ser 


Thr 


He 


Gin 


Asn 


Thr 


Arg 




340 










345 


Gin 


Leu 


Phe 


He 


Leu 


Gly 


Cys 




355 










3 60 


Val 


Gly 


Pro 


Ala 


Ala 


Gin 


Val 




370 










3 75 


Asn 


Ser 


Leu 


Gin 


Gly 


Phe 


Phe 




385 










-inn 

3 90 


Ser 


Gin 


Gin 


Val 


Gin 


Lys 


Gin 




4UU 










4 U b 


Val 


Lys 


Ser 


Lys 


Ser 


Glu 


Ser 




415 










420 


Met 


Gly 


Pro 


Asp 


Ser 


Lys 


Pro 




430 










435 


Gin 


Val 


Lys 


Arg 


Lys 


Tyr 






A A C 

44b 












Leu 


Leu 


He 


Leu 


Trp 


Leu 


Gin 




10 










15 


He 


Glu 


Gin 


Asn 


Ser 


Glu 


Ala 



10/36 



PF-0726 PCT 











20 






Leu 


Asn 


He 


Gin 


Glu 
35 


Gly 


Lys 


Thr 


Asn 


Tyr 


Ser 


Pro 
50 


Ala 


Tyr 


Gly 


Arg 


Gly 


Pro 


Val 
65 


Phe 


Leu 


Glu 


Lys 


Arg 


Lys 


Glu 
80 


Arg 


Leu 


Lys 


Gin 


Ser 


Leu 


Phe 
95 


His 


He 


Ala 


Asn 


Tyr 


Leu 


Cys 
110 


Ala 


Leu 


Leu 


Gly 


Gin 


Ala 


Leu 
125 


Ser 





<210> 11 
<211> 273 
<212> PRT 

<213> Homo sapiens 







25 










30 


Thr 


Ala 


Thr 


Leu 


Thr 


Cys 


Asn 


Tyr 






40 










45 


Leu 


Gin 


Trp 


Tyr 


Arg 


Gin 


Asp 


Pro 






55 










60 


Leu 


Leu 


He 


Arg 


Glu 


Asn 


Glu 


Lys 






70 










75 


Lys 


Val 


Thr 


Phe 


Asp 


Thr 


Thr 


Leu 






85 










90 


Thr 


Ala 


Ser 


Gin 


Pro 


Ala 


Asp 


Ser 






100 










105 


Gly 


Gly 


Arg 


Gly 


Thr 


Asn 


Ser 


Pro 






115 










120 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1414179CD1 



<400> 11 












Met 


Gly 


Arg 


Ser 


Arg 


Ser 


Arg 


Ser 


1 








5 








Lys 


Ser 


Ser 


Lys 


His 
20 


Asn 


Lys 


Lys 


Ser 


Arg 


Asp 


Lys 


Glu 
35 


Arg 


Val 


Arg 


Ser 


Lys 


Arg 


Asn 


Arg 
50 


Arg 


Arg 


Glu 


Thr 


Asn 


Thr 


Ala 


Val 
65 


Ser 


Arg 


Arg 


Ser 


Ser 


Pro 


Pro 


Asp 
80 


Arg 


He 


Asp 


Lys 


Arg 


Ser 


Ser 


Leu 
95 


Asp 


Glu 


Lys 


Lys 


Lys 


Ala 


Glu 


Phe 
110 


Glu 


Arg 


Gin 


He 


Glu 


Glu 


Lys 


Leu 
125 


He 


Glu 


Glu 


Glu 


Leu 


Val 


Ala 


Lys 
140 


Arg 


Val 


Glu 


Asp 


Glu 


He 


Glu 


Arg 
155 


Glu 


Val 


Leu 


Arg 


He 


Met 


Glu 


Lys 
170 


Gin 


Leu 


Leu 


Gin 


Ala 


Glu 


Leu 


Ala 
185 


Ala 


Gin 


Lys 


Ala 


Lys 


Arg 


Glu 


Glu 
200 


Leu 


Glu 


Arg 


Lys 


He 


Ala 


Glu 


Ala 
215 


Gin 


Ala 


Lys 


He 


Val 


Glu 


Glu 


Gin 
230 


Arg 


Lys 


He 


Glu 


Gin 


Glu 


Arg 


Gin 
245 


Arg 


Gin 


Gin 


Leu 


Gly 


Lys 


Gly 


Lys 


Ser 


Arg 


Pro 










260 






Thr 


Gin 


Asp 













Ser 


Ser 


Arg 


Ser 


Lys 


His 


Thr 




10 










15 


Arg 


Ser 


Arg 


Ser 


Arg 


Ser 


Arg 




25 










30 


Lys 


Arg 


Ser 


Lys 


Ser 


Arg 


Glu 




40 










45 


Ser 


Arg 


Ser 


Arg 


Ser 


Arg 


Ser 




55 










60 


Glu 


Arg 


Asp 


Arg 


Glu 


Arg 


Ala 




70 










75 


He 


Phe 


Gly Arg 


Thr 


Val 


Ser 




85 










90 


Gin 


Lys 


Arg 


Glu 


Glu 


Glu 


Glu 




100 










105 


Arg 


Lys 


He 


Arg 


Gin 


Gin 


Glu 




115 










120 


Glu 


Thr 


Ala 


Arg 


Arg 


Val 


Glu 




130 










135 


Glu 


Glu 


Leu 


Glu 


Lys 


Arg 


Lys 




145 










150 


Arg 


Arg 


Val 


Glu 


Glu 


Ala 


Lys 




160 










165 


Glu 


Glu 


Leu 


Glu 


Arg 


Gin 


Arg 




175 










180 


Ala 


Arg 


Glu 


Glu 


Glu 


Glu 


Arg 




190 










195 


He 


Leu 


Glu 


Glu 


Asn 


Asn 


Arg 




205 










210 


Leu 


Ala 


Glu 


Glu 


Gin 


Leu 


Arg 




220 










225 


His 


Glu 


Glu 


Arg 


Met 


Lys 


Leu 




235 










240 


Lys 


Glu 


Glu 


Gin 


Lys 


He 


He 




250 










255 


Lys 


Leu 


Ser 


Phe 


Ser 


Leu 


Lys 




265 










270 



<210> 12 
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<211> 140 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 2197211CD1 

<400> 12 



Met 


Glu 


Lys 


Met 


Leu 


Glu 


Cys 


Ala 


Phe 


He 


Val 


Leu 


Trp 


Leu 


Gin 


1 








5 










10 










15 


Leu 


Gly 


Trp 


Leu 


Ser 


Gly 


Glu 


Asp 


Gin 


Val 


Thr 


Gin 


Ser 


Pro 


Glu 










20 










25 










30 


Ala 


Leu 


Arg 


Leu 


Gin 


Glu 


Gly 


Glu 


Ser 


Ser 


Ser 


Leu 


Asn 


Cys 


Ser 










35 










40 










45 


Tyr 


Thr 


Val 


Ser 


Gly 


Leu 


Arg 


Gly 


Leu 


Phe 


Trp 


Tyr 


Arg 


Gin 


Asp 










50 










55 










60 


Pro 


Gly 


Lys 


Gly 


Pro 


Glu 


Phe 


Leu 


Phe 


Thr 


Leu 


Tyr 


Ser 


Ala 


Gly 










65 










70 










75 


Glu 


Glu 


Lys 


Glu 


Lys 


Glu 


Arg 


Leu 


Lys 


Ala 


Thr 


Leu 


Thr 


Lys 


Lys 










80 










85 










90 


Glu 


Ser 


Phe 


Leu 


His 


lie 


Thr 


Ala 


Pro 


Lys 


Pro 


Glu 


Asp 


Ser 


Ala 










95 










100 










105 


Ser 


Tyr 


Leu 


Cys 


Ala 


Val 


Gin 


Gly 


Gly 


He 


Gly 


Asn 


Val 


Leu 


His 










110 










115 










120 


Cys 


Gly 


Ser 


Gly 


Thr 


Gin 


Val 


Val 


Val 


Leu 


Pro 


His 


He 


Arg 


Asp 










125 










130 










135 


Pro 


Gly 


Pro 


Ala 


Val 






























140 






















<210> 13 


























<211> 479 


























<212> PRT 


























<213> Homo sapiens 






















<220> 




























<221> misc_ 


feature 






















<223> Incyte ID 


No: 


2263653CD1 
















<400> 13 


























Met 


Ala 


Val 


Leu 


Gly 


Val 


Gin 


Leu 


Val 


Val 


Thr 


Leu 


Leu 


Thr 


Ala 


1 








5 










10 










15 


Thr 


Leu 


Met 


His 


Arg 


Leu 


Ala 


Pro 


His 


Cys 


Ser 


Phe 


Ala 


Arg 


Trp 










20 










25 










30 


Leu 


Leu 


Cys 


Asn 


Gly 


Ser 


Leu 


Phe 


Arg 


Tyr 


Lys 


His 


Pro 


Ser 


Glu 










35 










40 










45 


Glu 


Glu 


Leu 


Arg 


Ala 


Leu 


Ala 


Gly 


Lys 


Pro 


Arg 


Pro 


Arg 


Gly 


Arg 










50 










55 










60 


Lys 


Glu 


Arg 


Trp 


Ala 


Asn 


Gly 


Leu 


Ser 


Glu 


Glu 


Lys 


Pro 


Leu 


Ser 










65 










70 










75 


Val 


Pro 


Arg 


Asp 


Ala 


Pro 


Phe 


Gin 


Leu 


Glu 


Thr 


Cys 


Pro 


Leu 


Thr 










80 










85 










90 


Thr 


Val 


Asp 


Ala 


Leu 


Val 


Leu 


Arg 


Phe 


Phe 


Leu 


Glu 


Tyr 


Gin 


Trp 










95 










100 










105 


Phe 


Val 


Asp 


Phe 


Ala 


Val 


Tyr 


Ser 


Gly Gly 


Val 


Tyr 


Leu 


Phe 


Thr 










110 










115 










120 


Glu 


Ala 


Tyr 


Tyr 


Tyr 


Met 


Leu 


Gly 


Pro 


Ala 


Lys 


Glu 


Thr 


Asn 


He 










125 










130 










135 


Ala 


Val 


Phe 


Trp 


Cys 


Leu 


Leu 


Thr 


Val 


Thr 


Phe 


Ser 


He 


Lys 


Met 










140 










145 










150 


Phe 


Leu 


Thr 


Val 


Thr 


Arg 


Leu 


Tyr 


Phe 


Ser 


Ala 


Glu 


Glu 


Gly 


Gly 










155 










160 










165 


Glu 


Arg 


Ser 


Val 


Cys 


Leu 


Thr 


Phe 


Ala 


Phe 


Leu 


Phe 


Leu 


Leu 


Leu 










170 










175 










180 


Ala 


Met 


Leu 


Val 


Gin 


Val 


Val 


Arg 


Glu 


Glu 


Thr 


Leu 


Glu 


Leu 


Gly 
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185 










190 








195 


Leu 


Glu 


Pro 


Gly 


Leu 
200 


Ala 


Ser 


Met 


Thr 


Gin 
205 


Asn 


Leu 


Glu 


Pro Leu 
210 


Leu 


Lys 


Lys 


Gin 


Gly 
215 


Trp 


Asp 


Trp 


Ala 


Leu 
220 


Pro 


Val 


Ala 


Lys Leu 
225 


Ala 


He 


Arg 


Val 


Gly 
230 


Leu 


Ala 


Val 


Val 


Gly 
235 


Ser 


Val 


Leu 


Gly Ala 
240 


Phe 


Leu 


Thr 


Phe 


Pro 
245 


Gly 


Leu 


Arg 


Leu 


Ala 
250 


Gin 


Thr 


His 


Arg Asp 
255 


Ala 


Leu 


Thr 


Met 


Ser 
260 


Glu 


Asp 


Arg 


Pro 


Met 
265 


Leu 


Gin 


Phe 


Leu Leu 
270 


His 


Thr 


Ser 


Phe 


Leu 
275 


Ser 


Pro 


Leu 


Phe 


He 
280 


Leu 


Trp 


Leu 


Trp Thr 
285 


Lys 


Pro 


He 


Ala 


Arg 
290 


Asp 


Phe 


Leu 


His 


Gin 
295 


Pro 


Pro 


Phe 


Gly Glu 
300 


Thr 


Arg 


Phe 


Ser 


Leu 
305 


Leu 


Ser 


Asp 


Ser 


Ala 
310 


Phe 


Asp 


Ser 


Gly Arg 
315 


Leu 


Trp 


Leu 


Leu 


Val 
320 


Val 


Leu 


Cys 


Leu 


Leu 
325 


Arg 


Leu 


Ala 


Val Thr 
330 


Arg 


Pro 


His 


Leu 


Gin 
335 


Ala 


Tyr 


Leu 


Cys 


Leu 
340 


Ala 


Lys 


Ala 


Arg Val 
345 


Glu 


Gin 


Leu 


Arg 


Arg 
350 


Glu 


Ala 


Gly 


Arg 


He 
355 


Glu 


Ala 


Arg 


Glu He 
360 


Gin 


Gin 


Arg 


Val 


Val 
365 


Arg 


Val 


Tyr 


Cys 


Tyr 
370 


Val 


Thr 


Val 


Val Ser 
375 


Leu 


Gin 


Tyr 


Leu 


Thr 
380 


Pro 


Leu 


He 


Leu 


Thr 
385 


Leu 


Asn 


Cys 


Thr Leu 
390 


Leu 


Leu 


Lys 


Thr 


Leu 
395 


Gly 


Gly 


Tyr 


Ser 


Trp 
400 


Gly 


Leu 


Gly 


Pro Ala 
405 


Pro 


Leu 


Leu 


Ser 


Pro 
410 


Asp 


Pro 


Ser 


Ser 


Ala 
415 


Ser 


Ala 


Ala 


Pro He 
420 


Gly 


Ser 


Gly 


Glu 


Asp 
425 


Glu 


Val 


Gin 


Gin 


Thr 
430 


Ala 


Ala 


Arg 


He Ala 
435 


Gly 


Ala 


Leu 


Gly Gly 


Leu 


Leu 


Thr 


Pro 


Leu 


Phe 


Leu 


Arg 


Gly Val 










440 










445 








450 


Leu 


Ala 


Tyr 


Leu 


He 
455 


Trp 


Trp 


Thr 


Ala 


Ala 
460 


Cys 


Gin 


Leu 


Leu Ala 
465 


Ser 


Leu 


Phe 


Gly 


Leu 
470 


Tyr 


Phe 


His 


Gin 


His 
475 


Leu 


Ala 


Gly 


Ser 



<210> 14 
<211> 99 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2504590CD1 

<400> 14 



Met 


Pro 


Arg 


Leu 


Lys 


Asp 


Pro 


Phe 


Phe 


Cys 


Tyr 


Gin 


Met 


Glu 


Ser 


1 








5 










10 










15 


His 


Cys 


Val 


Pro 


Arg 

20 


Leu 


Glu 


Cys 


Ser 


Gly 
25 


Ala 


He 


Ser 


Thr 


His 
30 


Cys 


Lys 


Leu 


Cys 


Leu 
35 


Pro 


Gly 


Ser 


Arg 


His 
40 


Ser 


Pro 


Ala 


Ser 


Gly 
45 


Ser 


Arg 


Val 


Ala 


Gly 


Thr 


Thr 


Gly Ala 


Arg 


His 


His 


Ser 


Trp 


Leu 










50 










55 










60 


He 


Leu 


Phe 


Val 


Phe 
65 


Ser 


Val 


Glu 


Thr 


Gly 
70 


Tyr 


His 


His 


Val 


Ser 
75 


Gin 


Asp 


Gly 


Leu 


Asp 
80 


Leu 


Pro 


Asp 


Leu 


Val 
85 


He 


Arg 


Pro 


Pro 


Gin 
90 


Ser 


Pro 


Lys 


Val 


Leu 
95 


Gly 


Leu 


Gin 


Ala 















<210> 15 
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<211> 349 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2529619CD1 

<400> 15 



Met 


Ser 


Ser 


Glu 


Met 


Val 


Lys 


Asn 


Gin 


Thr 


Met 


Val 


Thr 


Glu 


Phe 


1 








5 










10 










1 5 


Leu 


Leu 


Leu 


Gly 


Phe 


Leu 


Leu 


Gly 


Pro 


Arg 


He 


Gin 


Met 


Leu 


Leu 










20 










25 










30 


Phe 


Gly 


Leu 


Phe 


Ser 


Leu 


Phe 


Tyr 


Val 


Phe 


Thr 


Leu 


Leu 


Gly 


Asn 










35 










40 










45 


Gly 


Thr 


He 


Leu 


Gly 


Leu 


He 


Ser 


Leu 


Asp 


Ser 


Arg 


Leu 


His 


Thr 








50 










55 










60 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


His 


Leu 


Ala 


Val 


Val 


Asn 


He 


Ala 










65 










70 










75 


Tyr 


Ala 


Cys 


Asn 


Thr 


Val 


Pro 


Gin 


Met 


Leu 


Val 


Asn 


Leu 


Leu 


His 










80 










85 










90 


Pro 


Ala 


Lys 


Pro 


He 


Ser 


Phe 


Ala 


Gly 


Cys 


Met 


Thr 


Thr 


Thr 


Phe 










95 










100 










105 


Leu 


Phe 


Leu 


Ser 


Phe 


Ala 


His 


Thr 


Glu 


Cys 


Leu 


Leu 


Leu 


Val 


Leu 










110 










115 










120 


Met 


Ser 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


His 


Pro 


Leu 


Arg 


Tyr 










125 










130 










135 


Phe 


He 


He 


Met 


Thr 


Trp 


Lys 


Val 


Cys 


He 


Thr 


Leu 


Ala 


He 


Thr 










140 










145 










150 


Ser 


Trp 


Thr 


Cys 


Gly 


Ser 


Leu 


Leu 


Ala 


Met 


Val 


His 


Val 


Ser 


Leu 








155 










160 










165 


He 


Leu 


Arg 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 


Arg 


Glu 


He 


Asn 


His 


Phe 










170 










175 










180 


Phe 


Cys 


Glu 


He 


Leu 


Ser 


Val 


Leu 


Arg 


Leu 


Ala 


Cys 


Ala 


Asp 


Thr 








185 










190 










195 


Trp 


Leu 


Asn 


Gin 


Val 


Val 


He 


Phe 


Ala 


Ala 


Cys 


Met 


Phe 


He 


Leu 










200 










205 










210 


Val 


Gly 


Pro 


Leu 


Cys 


Leu 


Val 


Leu 


Val 


Ser 


Tyr 


Ser 


His 


He 


Leu 










215 










220 










225 


Ala 


Ala 


He 


Leu 


Arg 


He 


Gin 


Ser 


Gly Glu 


Gly Arg 


Arg 


Lys 


Ala 










230 










235 










z40 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


HlS 


Leu 


Cys 


Val 


Val 


Gly 


Leu 


•p"h O 


cx ltr 










245 










250 










255 


Gly 


Ser 


Ala 


He 


Val 


Met 


Tyr 


Met 


Ala 


Pro 


Lys 


Ser 


Arg 


His 


Pro 










260 










265 










270 


Glu 


Glu 


Gin 


Gin 


Lys 


Val 


Leu 


Phe 


Leu 


Phe 


Tyr 


Ser 


Ser 


Phe 


Asn 










275 










280 










285 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Asn 


Leu 


Arg 


Asn 


Val 


Glu 


Val 










290 










295 










300 


Arg 


Cys 


Pro 


Glu 


Glu 


Ser 


Thr 


Val 


Gin 


Glu 


Lys 


Ser 


Phe 


Leu 


Arg 






305 










310 










315 


Gly Val 


Thr 


Phe 


Glu 


Leu 


Pro 


Ala 


Ser 


Val 


Val 


Thr 


Trp 


Thr 


Leu 










320 










325 










330 


Asp 


Ala 


Gin 


Leu 


Leu 


Pro 


Gin 


Ser 


Arg 


Lys 


Val 


Tyr 


Phe 


Ser 


Leu 










335 










340 










345 


Ser 


Val 


Leu 


Tyr 

























<210> 16 
<211> 373 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
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<223> Incyte ID No: 5467661CD1 



<400> 16 



Met 


Asp 


Thr 


Leu 


Glu 


Glu 


Val 


Thr 


Trp 


Ala 


Asn 


Gly 


Ser 


Thr 


Ala 








5 










10 










15 


Leu 


Pro 


Pro 


Pro 


Leu 
20 


Ala 


Pro 


Asn 


He 


Ser 
25 


Val 


Pro 


His 


Arg 


Cys 
30 


Leu. 


Leu 


Leu 


Leu 


Tvr 
35 


Glu 


Asp 


He 


Gly 


Thr 
40 


Ser 


Arg 


Val 


Arg 


Tyr 
45 


Trp 


Asp 


Leu 


Leu 


Leu 


Leu 


He 


Pro 


Asn 


Val 


Leu 


Phe 


Leu 


He 


Phe 






50 










55 










60 


Leu 


Leu 


Trn 


Lys 


Leu 


Pro 


Ser 


Ala 


Arg 


Ala 


Lys 


He 


Arg 


He 


Thr 






65 










70 










75 


Ser 


Ser 


Pro 


He 


Phe 
80 


He 


Thr 


Phe 


Tyr 


He 
85 


Leu 


Val 


Phe 


Val 


Val 
90 


Ala 


Leu 


Val 


Gly 


He 


Ala 


Arg 


Ala 


Val 


Val 


Ser 


Met 


Thr 


Val 


Ser 








95 










100 










105 


i no. 


Ser 


Asn 


Ala 


Ala 
110 


Thr 


Val 


Ala 


Asp 


Lys 
115 


He 


Leu 


Trp 


Glu 


He 
120 


Thr- 


Arg 


Phe 


Phe 


Leu 


Leu 


Ala 


He 


Glu 


Leu 


Ser 


Val 


He 


He 


Leu 








125 










130 










135 


kj ±y 


Leu 


Ala 


Phe 


Glv 


His 


Leu 


Glu 


Ser 


Lys 


Ser 


Ser 


He 


Lys 


Arg 








140 










145 










150 


Val 


Leu 


Ala 


He 


Thr 
155 


Thr 


Val 


Leu 


Ser 


Leu 
160 


Ala 


Tyr 


Ser 


Val 


Thr 
165 


Gin 


Glv 


Thr 


Leu 


Glu 


He 


Leu 


Tyr 


Pro 


Asp 


Ala 


His 


Leu 


Ser 


Ala 








170 










175 










180 




Asp 


Phe 


Asn 


He 


Tvr 


Glv 


His 


Gly 


Gly 


Arg 


Gin 


Phe 


Trp 


Leu 








185 










190 










195 


Val 


Ser 


Ser 


Cvs 


Phe 


Phe 


Phe 


Leu 


Val 


Tyr 


Ser 


Leu 


Val 


Val 


He 








2 00 










205 










210 


Leu. 


Pro 


T 

i~>y o 


Thr 


Pro 


Leu 


Lys 


Glu 


Arg 


He 


Ser 


Leu 


Pro 


Ser 


Arg 








215 










220 










225 


Arg 


Ser 


tz lltS 


Tyr 


Val 


Tvr 


Ala 


Glv 


He 


Leu 


Ala 


Leu 


Leu 


Asn 


Leu 








230 










235 










240 


Leu 


Gin 


Gly 


Leu 


Gly 


Ser 


Val 


Leu 


Leu 


Cys 


Phe 


Asp 


He 


He 


Glu 








245 










250 










255 


Gly 


Leu 


Cvs 


Cvs 


Val 


Asp 


Ala 


Thr 


Thr 


Phe 


Leu 


Tyr 


Phe 


Ser 


Phe 






2 60 










265 










270 


Phe 


Ala 


Pro 


Leu 


He 


Tvr 
j 


Val 


Ala 


Phe 


Leu 


Arg 


Gly 


Phe 


Phe 


Gly 










27 5 








280 
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ctatgcagac 
aaaatttaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

1995 



<210> 24 

<211> 2051 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 945430CB1 



<400> 24 

tcgaccacgc 

gatttggaaa 

tatcaggagt 

agttttcaaa 

gggtctgcca 

tgctcgagtc 



gtccgtgcgt 
tcactggatc 
cattctgcca 
aggtacatgg 
tgtgttgcac 
tggggacatt 



gttcactgtt 
tgctcaatac 
ctgcagtgga 
gaaatactcc 
cgctgctgac 
ttcctaagtg 



tagtagtact 
aaaaatgttt 
tttccttcct 
tcagaaaaaa 
cacagtggaa 
gctcaatggc 



caaaactgcc 
tttcgagtct 
gtgatggtgc 
gccgtctttg 
gaggctccac 
tctctacttc 



agtgtgagag 60 
ttctccattt 120 
accggctccc 180 
ggcagtgtcg 240 
ggggcatctc 300 
gaattggacc 3 60 
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tgggaaattc 
tcaccagttc 
tacatataag 
tctcccggat 
taaagctgca 
ctacctctgc 
agaaaaggta 
tgacccggat 
taaggttatt 
ggtgatatgt 
aatgacaagg 
tgccacttct 
taatacgcgg 
cagcaaacct 
aattgatttg 
caggaaggct 
aaggtttgtt 
attgtcctat 
tgaaaatcta 
ctatgatcga 
agtgggggat 
agatggcttt 
tggtggggtt 
agttttggat 
ttatgggttc 
aggtttaaaa 
aaaagggggg 
tccctatttg 
tgtaacaagg 



gagtttggga 
agaatggcaa 
gccaacagtg 
ccatgcaaga 
gccatgactg 
actgagacca 
gattggagca 
ggaacagcat 
cgggttcctc 
tctattgctt 
aactatataa 
aaaattcggg 
tttcatgtgg 
tttgttacat 
tgctctcaag 
ggggaagggc 
ttgcctttaa 
acttcagcca 
catcaggagg 
ttcagtggca 
tctctgatca 
tatccctcag 
attctttctg 
gccaagaact 
catggtacct 
taagtgtgca 
caaggaggaa 
ggtgatgggt 

g 



aggataagta 
agggcacagt 
ctaaaaaccg 
atgtttttga 
acaatactaa 
actttatgaa 
aatttattgc 
acaatatggg 
cagagaaggt 
ctacagagaa 
ttttcattga 
gaaaggcctt 
tggaaaaacg 
ttcatcaaat 
ataatggaag 
ttgatcaggt 
atgtcagttt 
gtgctgtgaa 
acctagaaaa 
aaaagtatca 
aggttgatgt 
aacctgtttt 
tggtgatcac 
ttgaagagct 
tcatacccat 
cttggacata 
gaggggcagg 
tcattagaag 



caaccattgg 
gacatacagg 
aattgtgatc 
acgtttcatg 
tgtcaactat 
taaagtggac 
tgtgaatgga 
gaactccttt 
ggaccttggg 
agggaaacct 
acaacctcta 
ttcagatggg 
cactggacag 
caatgccttt 
aaccctagaa 
ccataattca 
gaatgcccct 
acaggctgat 
ggaaggaggc 
tttcttttat 
ggtgaataag 
tgttccagca 
tcccaaccag 
gggccgagca 
ctgatgggac 
aagactggag 
ggttaaaaag 
tccaaacctc 



tttgatggga 
agcaagtttc 
tcagaatttg 
tccaggtttg 
gtgcggtaca 
atcgaaactc 
gcaactgcac 
gggccatatg 
gagacaatcc 
tcttactacc 
aagatgaacc 
ataagctggg 
ctccttccag 
gaggaccagg 
gtttaccagt 
gcagccaaat 
gagggagaca 
ggaacgatct 
attgaatttc 
ggctgtggct 
acactgaagg 
ccaggaacca 
aatgaaagca 
gaggtacctg 
aaccacaagg 
aaataaacac 
ctacctattg 
agcagcacac 



tggcgctgct 
tacagagtga 
gcacactggc 
agctgcccgg 
agggtgatta 
tggaaaaaac 
atcctcatta 
gtttctccta 
atggagtcca 
atagctttgg 
tgtggaaaat 
aaccccagtg 
ggagatacta 
gctgtgttat 
tacagaatct 
ctttccctcg 
acctgagtcc 
ggtgctctca 
ctcagatcta 
ttcggcattt 
tttggagaga 
atgaagaaga 
attttctcct 
tgcagatgcc 
tctggaaact 
tgaggactcc 
aatactatgt 
aatatactca 



420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2051 



<210> 25 

<211> 2067 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID No: 



1305513CB1 



<400> 25 

ggcaaaaagc 

ctgctagttt 

aaacaaaact 

gcacccacgt 

ggcttactga 

atcaccggga 

ctgatggcaa 

ttgtggatta 

atcatgagac 

catgcagctg 

tccttgggtt 

gtgaaagata 

gatatcctca 

acctggactt 

ttccacactg 

caccgcttct 

tggactctgt 

attagggaga 

ggatttatgc 

atatttttcg 

cagaactgga 

ggatttggaa 

acaggcagaa 

atgttctata 



atgcagaaaa 
tgggtaggag 
cttcggaaat 
gtcgggcttt 
gagctccatt 
acggttcctt 
aacaagtgga 
tattttcagt 
ttgactgagg 
acaacatttt 
tcataatagg 
agaccttgca 
gatctgcaat 
atgggactct 
ccttcatgct 
atacaaagag 
ctgtggccat 
aagatcaatg 
tgcttcttgc 
tccacgatcg 
cttttcatgg 
ggggtcccac 
gaaggctatt 
taatgacttt 



agaagcagac 
aactgggaag 
ggtaaaataa 
gtggtgtctg 
tctggaaagc 
tgcagcacag 
agaaaagagg 
aaaatgtatg 
ctgtatcctt 
gcaaaatctc 
agtcagcgtg 
tagagcacct 
ttgtttccca 
gacttgcaaa 
cttctgcatc 
gctgaccttt 
ggcatttccc 
caccttccaa 
tctcatcctc 
aagaaaaatg 
tcctggagcc 
accacccacc 
ggtcttagac 
tctgtttcta 



gttttacatt 
ttgttgctta 
gaaaatgcat 
tggtatcatc 
cttacaagac 
aagcaatctc 
aagcatgact 
gatctatctt 
atcctccatc 
tcgcctctaa 
gtgggcaacc 
tactacttcc 
tttgtgttca 
gtgattgcct 
agtgtcacca 
tggacgtgtc 
ccggttttag 
caccgctcct 
ctagccacac 
aagccagtcc 
agtggccagg 
ttgctgggca 
gagttcaaaa 
accttgtggg 



gggaattaat 
aaattttata 
gattctagag 
cgaccgtttg 
tgaggaatat 
tctccccatc 
gcagatcaga 
ttccttgttc 
catctatggc 
cagcctttct 
tcctgatctc 
tgttggatct 
actctgtcaa 
ttctgggggt 
gatacttagc 
tggctgtgat 
acgtgggcac 
tcagggctaa 
agcttgtcta 
agtttgtagc 
cagctgccaa 
tcaggcaaaa 
tggagaaaag 
gcccctacct 



gaaagcgtgt 
tcacctccac 
gcattcctaa 
gactggttag 
cagactgcga 
ttcgcatatt 
tcagttctct 
ttatatctag 
gaactatagc 
gaaactgact 
cattttgcta 
ttgctgttca 
aaatggctct 
tttgtcctgt 
tatcgcccat 
ctgtatggtg 
ttactcattc 
tgattcctta 
cctcaagctg 
agcagtcagc 
ttggctagca 
tgcaaacacc 
aatcagcaga 

ggtggcctgt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 
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tattggagag tttttgcaag 
tggatgagtt ttgcccaagc 
ctgaggcgct gtttcagcac 
ccttactgtg ttatatgagg 
tctgctgagc aattgtggcc 
cagttttaag gatttgggca 
tttaaatctc agagtgatcc 
aaccactgcc ctaagtttct 
aagtatcagt gctaaatgct 
agcattggac atcttaataa 
tttagaagtt tgaagacttt 

<210> 26 
<211> 1165 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<223> Incyte ID No: 1876283CB1 

<400> 26 

cttcttccgg gtggggcccc gggccgaggc gatggcgccc tgggcgctcc tcagccctgg 60 

ggtcctggtg cggaccgggc acaccgtgct gacctgggga atcacgctgg tgctcttcct 120 

gcacgatacc gagctgcggc aatgggagga gcagggggag ctgctcctgc ccctcacctt 180 

cctgctcctg gtgctgggct ccctgctgct ctacctcgct gtgtcactca tggaccctgg 240 

ctacgtgaat gtgcagcccc agcctcagga ggagctcaaa gaggagcaga cagccatggt 3 00 

tcctccagcc atccctcttc ggcgctgcag atactgcctg gtgctgcagc ccctgagggc 360 

tcggcactgc cgtgagtgcc gccgttgcgt ccgccgctac gaccaccact gcccctggat 420 

ggagaactgt gtgggagagc gcaaccaccc actctttgtg gtctacctgg cgctgcagct 480 

ggtggtgctt ctgtggggcc tgtacctggc atggtcaggc ctccggttct tccagccctg 540 

gggtctgtgg ttgcggtcca gcgggctcct gttcgccacc ttcctgctgc tgtccctctt 600 

ctcgttggtg gccagcctgc tcctcgtctc gcacctctac ctggtggcca gcaacaccac 660 

cacctgggaa ttcatctcct cacaccgcat cgcctatctc cgccagcgcc ccagcaaccc 720 

cttcgaccga ggcctgaccc gcaacctggc ccacttcttc tgtggatggc cctcagggtc 780 

ctgggagacc ctctgggctg aggaggagga agagggcagc agcccagctg tttagggttg 840 

ctggaggccg ggctaccgtc ttgtgcctga aaaccacggg gcctgtcccc agctggggtg 900 

agcgctcaga gggcctgggg ccctcactcc tgcccacgcc tcccagaccc cagaacggag 960 

cttcaagtca gacagatccc tgccttggtg ggcagttctg ccttccaagg aagaagggga 1020 

agaaaaggac ctgtgggtgg ctcaggccca agcagacccc gggctccacc ccagccccgc 1080 
ccaggctgct gccagtgcac acttttacaa atttaatata aagcaagtcc agtcttaaaa 1140 

agacaaacca taaaaataaa aaaaa 1165 

<210> 27 
<211> 3523 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 2470285CB1 

<220> 

<221> unsure 

<222> 3393, 3419, 3435, 3443 
<223> a, t, c, g, or other 

<400> 27 

gcggccgcag caatgccggg cccgctaggg ctgctctgct tcctcgccct ggggctgctc 60 
ggctcggccg ggcccagcgg cgcggcgccg cctctctgcg cggcgccctg cagctgcgac 120 
ggcgaccgtc gggtggactg ctccgggaag gggctgacgg ccgtgcccga ggggctcagc 180 
gccttcaccc aagcgctgga tatcagtatg aacaacatta ctcagttgcc agaagatgca 240 
tttaagaact ttccttttct agaagagcta caattggcgg gcaacgacct ttcttttatc 300 
cacccaaagg ccttgtctgg gttgaaagaa ctcaaagttc taacgctcca gaataatcag 360 



agggcctgta gtaccagggg 
aggaatcaat ccttttgtct 
aacccttctt tactgcagaa 
gagcatctgt aaatctttag 
catagccata ttttgagaag 
acattctgca gtctttgcaa 
tgctgactgc cagcaaaggt 
ttatgtggtc aaaaactaga 
ctgtatgtca ctacatatga 
attaagttga catgaggtaa 
aaaacag 



gatttctaac agctgctgtc 1500 
gcattttccc aaacagggag 1560 
aatccaggtt accaagggaa 1620 
ccttgtgaaa actaaccttc 16S0 
aaattcaaga atggaatcag 1740 
tagttcacct ataatcctat 1800 
ttgtaattaa gaagggactg 1860 
taatgaaagt agcaggtgct 1920 
aaaaacatca aaaaacaatt 1980 
atgtgttgat aaaaactaat 2040 

2067 
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ttgaaaacag 
gatgccaacc 
catctgtggc 
cccaccctac 
tttaccaacc 
agtcaacact 
ttgggggaat 
agtaattcta 
atacatttgt 
gatcttcatt 
ggaactgtcc 
aatttgtgcc 
gaccttccaa 
atctaccaaa 
agtagaaacc 
aacctagatg 
aatcaactga 
gttaacctca 
gactcttatg 
gagaaaggta 
caaataatta 
ggaagctgga 
ctgcttgtta 
ataggcttga 
cttgatgctg 
ggctgcaaag 
atgctagcaa 
aatcatctca 
ggctgttttc 
cctacaggtg 
gcatttttat 
ctctcagaaa 
tgcatctttt 
atcagccccg 
aatccagtcc 
cgacgtgtta 
ctggaacagg 
gtttgcgact 
aaatcacaca 
tccgactgtg 
tcagacagtt 
ttccctttgg 
gtaaccgttt 
tcatctggga 
agtttatttc 
aaatgcaatg 
cttaggtgta 
acctatttgt 
tttaaaatgt 
tccttaatct 
tgagagtata 
actataaatt 
tacagctgtt 



tacccagtga 
atattacctc 
tggatgacaa 
aggcgctgac 
ttticaagcct 
gttttgatgg 
ttcctcaggc 
tttctgttat 
atgataatcc 
ccctagtcat 
acctggaaag 
aagaacaaaa 
gttttaatgg 
taaaggaagg 
tgatacatga 
taagtttcaa 
aacttgtggg 
ggtctttatc 
caaatttaaa 
ctgctgatgc 
tccattgtac 
tgattcgtct 
ttttaacaac 
tttctgtgtc 
tgtcctgggg 
tagctgggtt 
ctgtcgaaag 
aacagttccg 
cccttttcca 
aaacgccatc 
taatggccgt 
actcacaatc 
tctgccctgt 
aaataatgaa 
tgtatgtttt 
ccaagaaaag 
atttctacta 
gctgcgaatc 
gctgtcctgc 
gcacacagtc 
ctgaccaggt 
tgcgctatgc 
cccccgtcaa 
agcacttctg 
tcaaaccagt 
tccaagcaat 
gtagagcaat 
gtattaagca 
gattttctat 
caggacaact 
cataggcatt 
ttgtntaagc 
aggttaaaaa 



agccattcga 
agtccccgag 
cagcttgacg 
cctggctctc 
ggtagttctg 
actagataac 
tattaaagcc 
ccctgatgga 
tctgtctttt 
tcgtggtgca 
tctgactttg 
gatgcttagg 
ttgccatgct 
cacctttcaa 
aattcacagt 
tgaattaact 
caacttcaag 
agtaccatat 
cacagaagat 
agcaaatgtc 
accttcaaca 
tactgtgtgg 
atttgcatct 
taacttattc 
cagattcgct 
tcttgcagtt 
aagcttatct 
ggttgctgcc 
tagaggggaa 
attaggattc 
tatctacact 
tagcatgatt 
ggcgtttttt 
gtctgttact 
cttcaaccca 
tggatcagtt 
cgactgtggc 
gtttctttta 
attggcagtg 
ggcccactct 
gcaggcctgt 
ttacaatcta 
ccaaaatcag 
taatcactgc 
cattttcaaa 
gtatgatctg 
ataatgttag 
caagataaag 
aactgaagaa 
tactgcaggg 
actttattat 
canttataaa 
atagctggac 



gggctgagtg 
gacagttttg 
gaggtgcctg 
aacaagatct 
catcttcata 
ctggagacct 
cttcctagcc 
gcatttgatg 
gtggggaact 
agcatggtgc 
acaggtacaa 
actttggact 
ctggaagaaa 
ggcctgatat 
agagcttttg 
tcctttccta 
ctgaaagaag 
gcttatcagt 
aacagcctcc 
acaagcactc 
ggtgctttta 
ttcattttct 
tgtacatcac 
atgggaatct 
gaatttggca 
ttctcctcag 
gcaaaagata 
cttttggctt 
tattctgcat 
actgtaacgt 
aagctatact 
aagcatgtcg 
tcatttgcac 
ctgatatttt 
aagtttaaag 
tcagtttcca 
atgtactcac 
acaaagccag 
gcttcttgcc 
gattatgcag 
ggacgagcct 
ccaagagtta 
tgtttataga 
ctggtgtcac 
gaacaggtgc 
tttgaaacaa 
ttttttctga 
aacagctgtt 
aatatcttgc 
ccaaaaaagg 
gtnttcactt 
tctaaacctg 
attggtttca 



ctttgcagtc 
aaggacttgt 
tgcaccccct 
caagtatccc 
acaataaaat 
tagacttgaa 
ttaaagagct 
gtaatccact 
cagcatttca 
agcagttccc 
agataagcag 
tgtcttacaa 
tttctttaca 
ctctaaggat 
ccacacttgg 
cggaaggcct 
ccttagcagc 
gctgtgcatt 
aggaccacag 
ttgaaaatga 
agccctgtga 
tggttgcatt 
tgccttcgtc 
atactggcat 
tttggtggga 
aaagtgccat 
taatgaaaaa 
tcctaggtgc 
cacccctttg 
tagtgctatt 
gcaacttgga 
cttggctaat 
cattgatcac 
ttccattgcc 
aagactggaa 
tcagtagcca 
atttgcaggg 
tatcatgcaa 
aaagacctga 
atgaagaaga 
gcttctacca 
aagactgaac 
gtgaacccta 
ttagaagaag 
ctaaattata 
atatatgact 
tccataagaa 
aatatttttt 
taattttacc 
gactgtccca 
gccatccttg 
gtagatgttt 
gtt 



ttcgcgctta 
tcagtcacgg 
cagcaatccg 
tgactttgca 
tagaagcctg 
ttataataac 
aggatttcat 
cttaagaact 
caatttatct 
caatcttaca 
catacctaat 
taatataaga 
gcgtaaticaa 
tctagatctg 
gccaataact 
gaatgggcta 
aaaagacttt 
ttggggttgt 
tgtggcacag 
agaacatagt: 
atatttactg 
atttttcaac 
caaattgttt 
cctaactttt 
aactggcagt 
atttttatta 
tgggaagagc 
tacagtagca 
tttgccattt 
aaactcacta 
aaaagaggac 
cttcaccaat 
tgcaatctct 
tgcttgcctg 
gttactgaag 
aggtggttgt 
caacctgact 
acacttgata 
gggctactgg 
ttcctttgtc 
gagtagagga 
tactgtgtgt 
ttctcatctt 
gagaggtggc 
aattggtgaa 
tgaaaaggat 
gcaaatttat 
aaaaatctat 
taatgtttca 
gctagaactg 
acataagang 
taaaccatat 



420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 

3240 

3300 

3360 

3420 

3480 

3523 



<210> 28 

<211> 2179 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: P2925789CB1 



<400> 28 
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gtcctggcga gggcgctggc cgagaggtgc 
tctcgctgcc agggtttgct ctctgcttgt 
ccaaggagga aaaaatctgt tccgggtgag 
ggagcagaca ccagggacca cactgaggtt 
agttaagata aagagctttg ggtgcctgac 
tcacagcttg aaggcatgac aattaaagaa 
gcgcacagaa aaaggaaatc tataattctt 
aatgggtaca ttctgttcgg ttatcaagtt 
tcactggggt cccatcatag cccttggtgt 
tgactctgtg ttgtggtatt ggcccttaca 
gttgataaat tggactgtca tgattcttta 
gggctttgtc cctctggggt ggaaaccgga 
ttgtaaagtc tgccaagcat acaaggcacc 
atgtgtgatg aagatggacc atcactgtcc 
tcatgcttcg ttcacactgt ttctcctttt 
catttttgtg atgactatgt acacacagct 
agtgaagatc gacatgagtg cagcccggag 
agctgcattt gctaccacct tgtttgcctt 
tgggatgttg ttttttatcc agatgaaaat 
atggattgaa gagaaggcta aagatcgaat 
ttttccatat gatatgggaa gtagatggag 
ggtccctgaa ggagatggac ttgagtggcc 
aacaatagaa cagttgaaac aaaaagcaga 
aatagaagat tatagtggtg cctgctgccc 
aagtccctgc accgaagagc ctcgaataca 
aagaggttta cgatactggt tatatggaga 
tgtttcaaga ataaggggtt ggttccctag 
tgaaacagat caagccccag agggggagaa 
ttatccttta agtctgctta attacttgaa 
tgagcctact ctggttaaga tgttcttttc 
tatttttatt accattttga aatggagaag 
cctctttacc acctcttcct ccccctcaaa 
gcattttctg taggattttc ttatgcactg 
tccccccttg ccaggagcat ctgcatgtgg 
tatatgatat tctagatact atagaactca 
tgttacctgt cttttaaaaa tgcagatttt 
ggtataaaaa aaaaaaaaa 



tcggcttgta gcaggtcccg cactccagcc 60 
cctgggctga ggtgtccatg acggagtcat 120 
cccaggccgc cccggatatg cgatggccga 180 
gggtttcaga ccaagacact ggattctcct 240 
agtgaaaatg gtgtaatctg cgttaacagt 300 
cacacatgga cttgtggcac atggaaatgt 3 60 
ttaaagtagg aaggcattct tccttgccaa 420 
tgaaaatcta caagaattaa agagactgtg 480 
tatagcaata tgttctacca tggccatgat 540 
tacaactgga ggaagtgtga attccatcat 600 
taattacttc aatgccatgt ttgtcggtcc 660 
aatttctcag gataccatgt atctccagta 720 
acgttcacat cactgcagaa agtgtaacag 780 
ttggatcaac aactgttgtg gttaccaaaa 840 
agcaccactg ggttgtatcc atgctgcttt 900 
ttatcatcgg ctctcctttg ggtggaacac 960 
agatcctctt ccaattgttc catttggatt 1020 
gggattagct ttaggaacaa ccatagctgt 1080 
aattctcaga aacaaaactt ctattgagtc 1140 
tcagtattat caactagatg aagtctttgt 1200 
gaactttaaa caggtattta cgtggtcagg 1260 
agtaagagaa ggctgtcacc aatacagctt 1320 
taagagagtc agaagtgttc gctataaagt 1380 
tctgaataaa ggaatcaaaa ccttcttcac 1440 
gctgcaaaaa ggggaattca ttttagccac 1500 
caaaattctt gatgattcct ttatagaagg 1560 
aaaatgtgtg gaaaagtgtc cctgtgatgc 1620 
gaaaaataga tagctgctgt taaaacaaaa 1680 
aattgtacat attactaaag aattatgcaa 1740 
ctcaaaggtg ccctagtgcc atgatttaaa 1800 
ccattctgca tatgcctttg aattcctgcc 1860 
ggaaaaacat ttcatccaag taagttaacg 1920 
cacactctgg acctcacctg cagatacagt 1980 
tacttctctt ttccctcagt tgatatttct 2040 
atttgtcaga ttcagtataa cctcagattt 2100 
gtcaaatcaa ataaagatca atggatgttg 2160 

2179 



<210> 29 

<211> 645 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 3099990CB1 



<400> 29 

cggccaaaga 

acacagcggc 

ggcgaggaga 

ctcccctaca 

aaggtcaagt 

aagaatgcgc 

aagtgccagg 

gaccggcagg 

acggctgatg 

ccagggaccc 

cctcccaagg 



tctcagcctt 
gtggcatgaa 
ccctgcgtgt 
tcggccgcat 
ggttctacca 
tgtaccagtc 
tcgtggcgcg 
acctctacta 
gcgtgcccat 
tgtgtgcgga 
gcgcatctga 



cctgcccgcc 
ggggaaggcc 
cggggactgt 
cgagagcatg 
ccctgaggag 
ctgccacgag 
cgagcagtat 
cctggcgggc 
cctatgctga 
cctggcgtcg 
gcaaatatgc 



cggcagctct 
cggaagctgt 
gccgtcttcc 
tgggagtcgt 
accaagctgg 
gatgagaacg 
gagcagatgg 
acctacgacc 
gccgcccacc 
gccaagccac 
aaaagcccac 



ggaagtggtc 
tctacaaggc 
tgtcagctgg 
ggggcagcaa 
gcaagaggca 
acgtgcagac 
cccggagccg 
ccaccaccgg 
gcagatgcct 
cgggcaggag 
agggc 



gggg^atccc 

catcgtgcgg 
gcggcccaac 
catggtggtc 
gtgcgacggc 
catctcccac 
caagtgccag 
gcgcctggtg 
cccacgtgcg 
gcagccccgg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

645 



<210> 30 

<211> 627 

<212> DNA 

<213> Homo sapiens 
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PF-0726 PCT 



<220> 

<221> misc_feature 

<223> Incyte ID No: 103561CB1 



<400> 30 

cggactcaga 

aaatcacggg 

cttcccggcg 

ccgatcaatg 

actttgagtt 

gaccgttttc 

aacgtaaatc 

acatccagtt 

cctcgtctgc 

tttgtgacag 

ctctggaata 



agggacttcc 
gtctcccgcg 
ctttcctggg 
caatgtcccg 
tcccattggg 
tatcatctgc 
atgtcgtaat 
cggatcccaa 
cacatgcatc 
tgagttgaaa 
ataaaaatct 



ctgctcggct 
ccgctcatgg 
ttgcttctgg 
gaatggcttc 
acatatctga 
ctaaaaaact 
cctccagatc 
attaaatatt 
atctcaggca 
tatgcattcc 
taaccga 



ggctttcggt 
cgcctcccgt 
cggccctggt 
catttgccag 
actatgaatg 
cagtctggac 
ctgtgaatgg 
cttgtcctaa 
acactgtcat 
tatttctttt 



ttctctgctc 
ccgtctcgag 
gttgctgctg 
gcctaccaac 
ccgccctggt 
aagtgctaag 
catggcacat 
aggataccga 
ttgggataat 
accgatacat 



acctccggat 
cgtccctttc 
tcctccttct 
ctaactgatg 
tattccggaa 
gacaagtgca 
gtgatcaaag 
ctcattggtt 
aaaacacctg 
tctaattttt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

627 



<210> 31 
<211> 1858 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 288709CB1 



<400> 31 

ctggatgagc 

gtgtggccag 

tttccaatgg 

agaagcaagt 

ggaatcaggc 

cagggatggg 

ttctgcatga 

tgatctctgc 

ccttctccca 

gccagaatgg 

ccagcaccat 

atgtgcagga 

tgctgtgcct 

gcacctcact 

tggggattga 

atctctacct 

cacggaacct 

tcccagtcgg 

acctttatgg 

tccttggccc 

ggattttgaa 

ggatgctggc 

gcttgctaca 

gcctccaagg 

aatatcaaaa 

tttccagcaa 

tgaagagaaa 

ctctttggca 

tggagaggaa 

acaaatgtgt 

tggaaaccca 



tgctggaggc 
tcacctgctg 
gctgttgaac 
agacaggagt 
acagaaatct 
caagttgctg 
gacacaccag 
ctttctgagc 
ccgttcagtg 
atgtggtcac 
ctgccgttgc 
ggaggatccc 
cctcctggcg 
gcatctgcag 
tcgaactgaa 
ggccgccttc 
gacagtggtc 
ctatggcgtt 
aactgctgat 
agtctgtgcc 
aagaaaactt 
tttcaaagca 
ggtgggtcca 
cttcttcatc 
gtggtttaga 
gatgggtcct 
atattaaaac 
ttatgaagaa 
gtaatcaacc 
ggtaaattgc 
aagcatgacc 



cctggggacc 
gatggcctag 
ttcagttatc 
gtcaccttga 
ggtgacccag 
gctgaggccc 
ggcttgctgc 
aacaacgaca 
atcccgagac 
tgggccacca 
acccacctga 
gtgctgactg 
gccctcactt 
ctctcgctct 
cccaaggtgc 
acctggatgc 
aactactcaa 
cccgctgtga 
cgatgctggc 
attttctctg 
tcctccctca 
acagctcagc 
gctgcccagg 
ttcttggtct 
gagatcgtaa 
gactcaaaac 
tagaatattc 
tgaagctaag 
tttacttccc 
atttctcttc 
actgcaaata 



tggagaccct 
aggatgtcct 
ctgcaggcac 
gacagaatca 
gcccttctgt 
ctctggtcct 
aggacggctc 
cccaaaacct 
agaaggtgct 
caggctgcag 
gcagctttgc 
tcatcaccta 
ttctcctgtg 
gcctcttcct 
tgtgctccat 
tgctggaggg 
gcatcaatag 
ctgtggccat 
tccacctgga 
cgaatttagt 
atagtgaagt 
tcttcatcct 
tcatggccta 
actgcctcct 
aatcaaaatc 
ccagtgaggg 
aactccatat 
gaaaagggaa 
aagctgtttg 
actatggtgt 
tttccttgac 



gccccgctta 
cagaggcctg 
agaattgtcc 
ggcagtgatg 
ggtgggcctt 
ggaacctgag 
ccccatcctg 
cagctcccca 
ctgtgtcttc 
cacaataggc 
cgtcctcatg 
catggggctg 
taaagccatc 
ggcccacctc 
catcgccggt 
tgtgcacctc 
actcatgaag 
ttctgcagcc 
ccagggattc 
attgtttatc 
gtcaaccatc 
gggctgcaca 
cctcttcacc 
cagccagcag 
tgagtctgag 
ggatgttttt 
ggaaaatcat 
ttcattaaac 
ttctccacaa 
attcagtcaa 
tttttgtaaa 



cagcagcact 
agcaagaacc 
ctggaggtgc 
cagctcgact 
gtctccattc 
aagcagatgc 
ctctcagatg 
gttaccttca 
tgggagcatg 
accagagaca 
gcccactacg 
agcgtctctc 
cagaacacca 
ctcttcctcg 
gctttgcact 
ttcctcactg 
tggatcatgt 
tcctggcctc 
atgtggagtt 
ttggtctttt 
cagaacacaa 
tggtgtctgg 
atcatcaaca 
gtccagaaac 
acatacacac 
ccaggacaag 
atccatggat 
atatcatcct 
taggctctca 
tgcttgtccc 
aaaaaaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1858 



<210> 32 
<211> 539 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> misc_feature 

<223> Incyte ID No: 959893CB1 



<400> 32 

tttttggctg 

attcctggga 

gatagaacag 

caactataca 

ccctgttttc 

ggtcaccttt 

agactcagct 

ggcactcagc 

agagactcta 



agaaggctgg 
ggtgttttgc 
aattccgagg 
aactattccc 
ttgctactca 
gataccaccc 
aactacctct 
tagaagtggg 
aatccagtga 



gtctacattt 
tgattttgtg 
ccctgaacat 
cagcatactt 
tacgtgaaaa 
ttaaacagag 
gtgctctagg 
actcaatatc 
caagtctgtc 



caggccacat 
gcttcaagtg 
tcaggagggt 
acagtggtac 
tgagaaagaa 
tttgtttcat 
gggaagagga 
cagaaccctg 
tgcctattaa 



ttggggagac 
gactgggtga 
aaaacggcca 
cgacaagatc 
aaaaggaaag 
atcacagcct 
acaaactcac 
accctgccgt 
cggttttgat 



gaatggagtc 
agagccaaaa 
ccctgacctg 
caggaagagg 
aaagactgaa 
cccagcctgc 
ctttgggaca 
gtacaagctg 
tctcaaaaa 



60 

120 

ISO 

240 

300 

360 

420 

480 

539 



<210> 33 
<211> 1126 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1414179CB1 



<400> 33 

tgccatctta ggggcgcctg gcgctacggg tttctcgttg gaggcggcct tcgtggcagc 60 
tgtagacgcc gggaaaaggc ataaagtccg ttggccgaca cctttctttc ctccggcctc 120 
ggtagaaccg ccagcccgcg tccgaaggcg gaggcgaggg gaactggccg cgtgaggggc 180 
ctgaggcgag cggttagagc gtctcccgga aggatgggcc ggtctcggag ccggagctcg 240 
tcccgctcca agcacaccaa gagcagcaag cacaacaaga agcgcagccg gtcccggtcg 300 
cgatcccggg acaaggagcg cgtgcggaag cgttccaaat ctcgggaaag taaacggaac 3 60 
cggcggcggg agtcgcggtc ccgttcgcgc tccaccaaca cggccgtgtc ccggcgcgag 420 
cgggaccggg agcgcgcctc gtccccgccc gaccgcatcg acatcttcgg gcgcacggtg 480 
agcaagcgca gcagcctgga cgagaagcag aagcgagagg aggaggagaa gaaagcggag 540 
ttcgagcggc agcgaaaaat tcgacagcaa gaaatagaag aaaaactcat cgaggaagaa 600 
acagcacgaa gagtagaaga attggtagca aaaagggtgg aggaagaact ggagaaaagg 6 60 
aaggatgaaa ttgaacgaga agttctccga agggtggagg aagccaaacg catcatggaa 720 
aagcagttgc tcgaagaact cgagcgacag agacaagctg agcttgccgc acaaaaagct 780 
agagaggagg aagaacgtgc aaaacgtgag gagctagagc gaatactgga agagaataac 840 
cgaaaaattg cagaagcaca agccaaactg gccgaagaac agttgagaat tgttgaagaa 900 
caaagaaaga ttcatgagga aaggatgaaa ctagaacaag aacgacaacg tcaacaaaaa 960 
gaagaacaaa aaattatcct gggcaagggg aagtccaggc caaaactgtc cttctcatta 1020 
aaaacccagg attaaattgc aaactctgaa ctttttacaa agaaaaatgg aaaaactttg 1080 
tatggtagct tcatgttgaa gtggtttttt gtttttggtt ttgttt 1126 



<210> 34 
<211> 490 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2197211CB1 



<400> 34 

gcctctgaga 

ggagaaaatg 

agaagaccag 

tctcaactgc 

tgggaaaggc 

aaggctaaaa 

tgaagactca 

cgggtccggc 

acagctgaga 



aaagaaggtt 
ttggagtgtg 
gtgacgcaga 
agttacacag 
cctgaattcc 
gccacattga 
gccagttatc 
actcaagtgg 



ggaattatcg 
cattcatagt 
gtcccgaggc 
tcagcggttt 
tcttcaccct 
caaagaagga 
tctgtgctgt 
ttgttttacc 



taatttgttt 
cttgtggctt 
cctgagactc 
aagagggctg 
gtattcagct 
aagctttctg 
gcaggggggc 
acatatccgg 



ctaggctgag 
cagcttggct 
caggagggag 
ttctggtata 
ggggaagaaa 
cacatcacag 
attgggaatg 
gaccctggac 



ataccagcat 60 
ggttgagtgg 120 
agagtagcag 180 
ggcaagatcc 240 
aggagaaaga 3 00 
cccctaaacc 360 
tgctgcattg 420 
ctgccgtgta 480 
490 
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<210> 35 
<211> 1799 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc__f eature 

<223> Incyte ID No: 2263653CB1 



<400> 35 

ctaggccggt 

gctggtggtg 

cgcgcgctgg 

gcttcgggcc 

ccttagtgag 

ccccctcacg 

ggactttgct 

gggaccagcc 

catcaagatg 

ctctgtctgc 

gcgggaggag 

agagccactt 

ccgcgtggga 

gcggctggcc 

gttcctcctg 

cattgcacgg 

cgattctgcc 

ggcggtgacc 

gctgcgaagg 

ctactgctat 

ctgcacactt 

actatccccc 

ccagcagact 

ccgtggcgtc 

tttcggcctc 

ggccctgagg 

cgtgtcccca 

acccgcggcc 

agcatgaggg 

gtgatgctgg 



gggtgagtgc 
accctgctca 
ctgctctgta 
ctggcgggga 
gagaagccac 
accgtggatg 
gtgtactcgg 
aaggagacta 
ttcctgacag 
ctcacctttg 
accctcgagc 
ctgaagaagc 
ctggcagtgg 
cagacccacc 
cacaccagct 
gacttcctgc 
ttcgactctg 
cggccccacc 
gaggctggcc 
gtgaccgtgg 
ctgctcaaga 
gacccatcct 
gcagcgcgga 
ctggcctacc 
tacttccacc 
tctgttcctg 
gctgcaaggt 
ccccttggac 
tcccgaggcc 
ctgctcttct 



accgcgttct 
ctgccaccct 
acggcagttt 
agccgaggcc 
tgtctgtgcc 
ccctggtcct 
gcggcgtgta 
acattgctgt 
tgacacggct 
ccttcctctt 
tgggcctgga 
agggctggga 
tgggctctgt 
gggacgcact 
tcctgtctcc 
accagccgcc 
ggcgcctctg 
tgcaggccta 
gcatcgaagc 
tgagcttgca 
cgctgggagg 
cagccagcgc 
ttgccggggc 
tcatctggtg 
agcacttggc 
gggcagcggg 
ggggccggac 
gccgagtttc 
attgtctccg 
gaacaaataa 



cgcacgcgtc 
catgcacagg 
gttccgatac 
cagaggcagg 
ccgagatgcc 
gcgcttcttc 
cctcttcaca 
gttctggtgc 
gtacttcagc 
cctgctgctg 
gcctggtctg 
ctgggcgctt 
gctgggtgcc 
gaccatgtcg 
cctgttcatc 
gtttggggag 
gttgctggtg 
cctgtgcctg 
ccgtgaaatc 
gtacctgacg 
ctattcctgg 
tgcccccatc 
tctgggtggc 
gacggctgcc 
aggctcctag 
acactagcct 
tccccggcgt 
tgcctcagaa 
aagcgtatgt 
aggagcatgc 



atggcggtcc 
ctggcgccac 
aagcacccgt 
aaagagcggt 
ccgttccagc 
ctggagtacc 
gaggcctact 
ctgctcacgg 
gccgaggagg 
gccatgctgg 
gccagcatga 
cctgtggcca 
ttcctcacct 
gaggacagac 
ctgtggctct 
acgcgtttct 
gtgctgtgcc 
gccaaggccc 
cagcagaggg 
ccgctcatcc 
ggcctgggcc 
ggctctgggg 
ctgcttactc 
tgccagctgc 
ctgcctgcag 
gccccctctg 
tcccttcacc 
ctgtctctcc 
gccaggtttg 
cgatttttaa 



tcggagtaca 
actgctcctt 
ctgaggagga 
gggccaatgg 
tggagacctg 
agtggtttgt 
actacatgct 
tgaccttctc 
ggggtgagcg 
tgcaagtggt 
cccagaactt 
agctggctat 
tcccaggcct 
ccatgctgca 
ggacaaagcc 
ccctgctgtc 
tgctgcggct 
gggtggagca 
tggtccgagt 
tcaccctcaa 
cagctcctct 
aggacgaagt 
ccctcttcct 
tcgccagcct 
accctcctgg 
tttgcgcccc 
acagtgcctg 
tgggcccagc 
agtggcgagg 
aaaaaaaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1799 



<210> 36 
<211> 1435 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2504590CB1 



<400> 36 

catagcgcga ggttcaccat gttggccagg ctggtcttga actcctgtac cttgtgaaat 60 

gcctgcctca gcctcccaaa gtgctgggat tacaggcatg agccactatg cccaggctca 120 

aagatccttt tttttgttat cagatggagt ctcactgtgt ccccaggctg gagtgcagtg 180 

gcgcgatctc aactcactgc aagctctgcc tcccgggttc acgccattct cctgcctcag 240 

gctcccgagt agctgggact acaggcgccc gccaccactc ctggctaatt ttgtttgtat 300 

tttcagtaga gacgggatat caccatgtta gccaggatgg tctcgatctg cctgacctcg 360 

tgatccgccc tcctcagtct cccaaagtat taggattaca ggcgtgagcc accgcccccg 420 

gccctcaaag attgttatga gtcctcacag atgtcagagg acgatgctgt gacctatatt 480 

tgcaaacgcc cggaagactt aaagctattg ttttgcaaat gcacagataa caataataac 540 

atgatgctgt ggatgagcat gaaagttttt ctcttactcc taattataat gttttccctc 600 

ttactgcttt gccctgctga tggaattcag taaaggaatc tctaccagca gacacttggt 660 

ttttaccctt cctaggacct ttaatagata tctttttatt actaatcttt gctctttgct 720 

tgtttaacct ccttgtaaag tttgtgtctt ccagattaca ataattccat gtaaagatga 780 
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tgctggcaca 
ctttgagcct 
atgcccataa 
ccttaagatt 
gacttatttt 
gtggagaagc 
gcttatgagc 
cacaccttgg 
cccagaaagt 
acaactagct 
ctctgcaaga 



aggctttcaa 
tttagaacag 
catcagcagg 
aaggaggagt 
ccattcccaa 
ctgctgaaac 
ataaagacac 
caatggcctg 
tctgaataac 
agtagcccac 
agtagcacca 



cccatcccct 
gtatccaggg 
aagcagttac 
atataatctc 
ccccattgaa 
cagcagatga 
taccactggg 
gaagttactt 
ctacctctta 
aggcaccaac 
gttcaataaa 



cttctgaccc 
attttacctc 
agaagatgaa 
tgatggggaa 
cagagcagga 
tgatgaaagt 
accatggcca 
tatatggttc 
attggcatgc 
tctgggcaca 
agttgctttc 



agaagataaa 
tccagtgcta 
cctccgccct 
atgaggtagg 
tctggtcaaa 
gacctctagt 
gtttacaaat 
tggaaactcc 
aattaaaagt 
ctgcctatag 
tctcaaaaaa 



gacaccctac 
ggcagggtct 
tctgcaagcc 
agaccagaag 
acagggtgca 
tgccctcact 
gtcatggcaa 
ctgccccttt 
ggctctaaat 
gttagccctg 
aaaaa 



840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1435 



<210> 37 

<211> 1792 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 



2529619CB1 



<400> 37 

acacgcgtcc 

atcaacttgc 

atcaattgtt 

ctcagttctt 

tctgactcca 

caaacaggac 

cagacaatgg 

ctcctctttg 

ctggggctca 

ctggccgtcg 

ctgcatccag 

agttttgcac 

atctgccacc 

atcacttcct 

ctgccctttt 

aggctggcct 

atcctggtgg 

ctgaggatcc 

tgcgtagtgg 

catcctgagg 

aaccccctga 

caagaaaagt 

actcttgatg 

tactgacaga 

ttcattgggt 

actttaatat 

ggaaaccatc 

tcccctttct 

tctgctcata 

ccattagttt 



ggagctaacc 
tacactgtgt 
atcaacctct 
catggtccac 
taagacaact 
tactgttctg 
tcacagagtt 
ggctcttctc 
tctcactgga 
tcaacatcgc 
ccaagcccat 
atactgaatg 
ctctccgata 
ggacatgtgg 
gtgggcctcg 
gtgctgatac 
gaccactctg 
agtctgggga 
gactcttctt 
agcagcagaa 
tttacaacct 
cattcctaag 
cccaattatt 
agggcaagtc 
ttctatgaga 
ctttgaccag 
ttggagaggg 
tggagggtca 
catctgtcat 
gtatagagct 



aggcacatct 
tcctccagtg 
agcagattat 
gatagttctt 
ttgcaaagtc 
aaagaatact 
cctcctactg 
cctgttctat 
ctccagactc 
ctatgcctgc 
ctcctttgct 
cctcctgttg 
tttcatcatc 
ctccctcctg 
tgaaatcaac 
ctggctcaac 
cctggtgctg 
gggccgcaga 
tggcagcgcc 
ggtccttttt 
gaggaatgta 
aggtgtgaca 
gcctcaatcc 
ttctctcgtt 
tgtggtttta 
caaatatctc 
tcctgtcttc 
cttggaacca 
gtaacacttt 
gacttagtat 



tcacaatgaa 
cccagttcac 
tgaatagacg 
atatccagaa 
ttggctcata 
cagactatga 
ggatttctcc 
gtcttcaccc 
cacaccccca 
aacacagtgc 
ggctgcatga 
gtgctgatgt 
atgacctgga 
gctatggtcc 
cacttcttct 
caggtggtca 
gtctcctact 
aaggccttct 
atcgtcatgt 
ctattttaca 
gaggtcaggt 
tttgaactgc 
agaaaagttt 
ttttgcagat 
tcagacaatt 
caccctccag 
ccctgaggtg 
gctaactttt 
agtgttctat 
ttttcggacg 



atcttcacaa 
aggaagcact 
gtcgttacat 
aacgtactta 
actataaatc 
gtagtgaaat 
tgggcccaag 
tgctggggaa 
tgtacttctt 
cccagatgct 
caactacctt 
cctacgatcg 
aagtctgcat 
atgtgagcct 
gtgaaatcct 
tctttgcagc 
cacacatcct 
ccacctgctc 
acatggcccc 
gttctttcaa 
gccctgagga 
cagcctcagt 
acttctcttt 
aaaattttag 
ttttctttta 
ggagaggtag 
ggctctgaat 
cagggtcctt 
atttgcatag 
cagttggtcg 



gctcagaacc 
caagagtagg 
gaaactgaca 
cgttatcaac 
aaggctgaat 
ggtgaaaaat 
gattcagatg 
tgggaccatc 
cctctcacac 
ggtgaacctc 
tctctttttg 
gtacgtggcc 
cactctggcc 
catcctaaga 
gtctgtcctc 
ctgcatgttc 
ggcggccatc 
ctcccacctc 
taagtcccgc 
cccgatgcta 
gagcactgtg 
tgtcacgtgg 
atctgtgctt 
atgtgttgca 
tttcacaatt 
tagcttctag 
ccagcactct 
tcttcctagt 
ctgtatcctt 
at 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1792 



<210> 38 

<211> 1817 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID No: 



5467661CB1 



<400> 38 

gacggtccgg ccgcggccca ggccgggagg tggagcgcgg ctgccgccag ctggtccact 60 
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gacaactgct 
gtcttcgatt 
cgtcttgtct 
ggacaccctg 
accaaacatc 
cagggtccgg 
gctctggaag 
caccttctac 
catgacggtg 
ccgcttcttc 
cctggagagt 
ctactctgtc 
ggactttaat 
cttcctggtc 
cctgccttct 
gcaggggctg 
tgccacaacc 
gggcttcttc 
agaggagcca 
ggctgcaggg 
cggcggggtg 
cagcacagac 
ggaggacagg 
caagggacgt 
ccccacctcc 
tccccttccc 
catgcttggc 
ggctggctct 
caccatggtg 
aaaggagcaa 



gccagctgga 
ccgcccgctt 
ctgcacctcc 
gaggaggtga 
agtgtgcctc 
tactgggacc 
cttccatctg 
atcctggtgt 
agcacctcga 
ctgctggcca 
aagtccagca 
acccagggga 
atctatggcc 
tactctctgg 
cggaggagct 
gggagtgtgc 
ttcctgtact 
ggctcggagc 
gatgtacacc 
gctgctgggg 
gcctacctgg 
agcgagcgct 
ccagagagga 
tctgtgggca 
ctggggctcc 
acctgctctc 
aaggttggct 
cccaatgcct 
gatggactga 
aaaaaaa 



aggcgcgtag 
tccgagtgag 
tctgtgctgt 
cttgggccaa 
atcgctgcct 
tcttgctgct 
ctcgggcgaa 
ttgtggtggc 
acgctgcaac 
tcgagctgag 
tcaagcgggt 
ccctggagat 
atgggggccg 
tggtcatcct 
tctacgtgta 
tgctgtgctt 
tcagcttctt 
ccaagatcct 
taccccagcc 
cctcagctgc 
atgacatcgc 
ggaaggccat 
ggccagcagg 
gtagccctgt 
caatcccctt 
atactgctca 
gagggcaccc 
ccatcccatc 
agtgtgtata 



ggcgagaggt 
aaacgcaggc 
ctctttaaga 
tgggagcaca 
gctgctgctc 
catccccaat 
gatccgcatc 
gctggtgggc 
tgttgctgat 
tgtgatcatc 
gctggccatc 
cctgtaccct 
ccagttctgg 
tcccaagacc 
tgcgggcatc 
cgacatcatc 
cgctccgctc 
cttctcctac 
ctacgctgtg 
cagctactcg 
ttccatgccc 
caatgcctga 
cccagagtcc 
gtggccctgt 
tgccatctct 
gtgacatggc 
tccttctctg 
cccatggtgc 
ttttcttgat 



ggcgcgtcct 
ctctctcttc 
gggctggctg 
gcgctacccc 
tacgaagaca 
gtigctcttcc 
acctccagcc 
attgcccggg 
aagatcctgt 
ctgggcctgg 
accacagtgc 
gatgcccatc 
ctggtcagct 
ccgctgaagg 
ctggcactgc 
gaggggctct 
atctacgtgg 
aaatgccaag 
gcccgacggg 
agcacgcagt 
tgccacactg 
gggcagctgc 
ccaggggagg 
tcccaccatg 
gctctcactg 
ccaggctttc 
cacccttggc 
tttggcctcc 
ctatttttta 



cagczttcca 
cgtgaagcag 
ctggcgggat 
cacccctggc 
ttggcacctc 
tcatcttcct 
ccatttttat 
ccgtggtatc 
gggagatcac 
cctttggcca 
tgtccctggc 
tctcagctga 
cctgcttctt 
agcgcatctc 
tcaacctact 
gctgtgtaga 
ctttcctccg 
tggacgagac 
agggcctgga 
tcgactctgc 
gcagcatcaa 
cagggcctgt 
aggaccaggt 
agtctggagg 
gggaccctcc 
cttccagggc 
acgagggcag 
tcaaagcatc 
ataaaaagga 



120 

180 

240 

300 

360 ■ 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1817 



<210> 39 
<211> 1820 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_ feature 
<223> Incyte ID No: 



229740CB1 



<400> 39 

ctttgagatg 

cacccgagcg 

caagcaggcg 

cagtgtggac 

caacacgtca 

ggggttttcc 

agctgccaag 
ccaagcatcc 
cacacacctg 
cgtgaagaag 
agcactgcag 
tgatgagaat 
caacagagag 
gctccgagaa 
gctcatgtca 
aaacctggaa 
gcgccacctg 
cctgcatgac 
gcccaggccc 
cttctgtgtg 
tgccgtccac 
gttgtggaca 
tatgcagtca 



ctgaagatga 
catgtcttcc 
gtcaccgttt 
ggagccaagg 
cagacgtctg 
tctgagcagc 
atagccaaag 
agtgtcaacg 
aagtctgaga 
tgggagatcg 
gagtcggcag 
gaccagctcc 
aaggagaaga 
aaggagacag 
gagtgcgaat 
gacaaagtgc 
aaggtggagt 
ttccgccgag 
cgcccgtgag 
cattgcttct 
tcactccttt 
actggaagat 
gggcagggat 



tggaagtcta 
agattgaccc 
cctacttcta 
tgatcataaa 
ggcagtgggc 
agctgacaaa 
acaagacgca 
ggacggacga 
atgacaagct 
agctgcagac 
ccagtgtgga 
gcaacaagat 
acacgcagc t 
age tgaaaga 
atgtctctga 
gttccttaaa 
tgaagagctt 
ggctctccaa 
tcccaagcgt 
gtaaatgcag 
tcagaataga 
tctgactcag 
gtttatatct 



taaggaacct 
caacaccaag 
tgatgtcaca 
cagcacaatc 
cgacagcaga 
gtttgeagag 
ggagaaaatc 
tgaaaaggee 
gaagattgee 
ecttegggag 
gcagtggaag 
tgatgagctg 
gaagaggagg 
tctccgaaaa 
gaagctagag 
gacagacatt 
cctggaggtg 
gctgggcacc 
gtgtgcgaga 
gcgcagtttg 
aatctcctct 
gaatccagaa 
ttcataaggg 



agagaacagc 
aagaactgga 
aggaacagct 
acaccgaata 
gccaacacag 
aaattccagg 
gagacctcaa 
tctcacgccg 
ttgaegcaga 
ageaatgeae 
aggcagttct 
gaagaacaat 
atcgaggagc 
caaagtgaaa 
geggcagaga 
gaggagagca 
ctggacggga 
gataactagg 
ccagatagct 
tcgtgtttcc 
cgcttctctg 
ctaggtctac 
ctgttgcaac 



ccatcttcac 
tgectgegag 
ateggatcat 
tgaccttcac 
tgtttggttt 
aggtgaaaga 
gtaatcattc 
gtccagccaa 
gcgcagccaa 
ggctgaccac 
ccatctgcca 
gcagtgagat 
tggaggcaga 
tcatacctca 
gagacaatca 
aataccgaca 
agattgacga 
getggecgag 
etaggaegtt 
aaaccagttg 
gccttgtgag 
cttcaacatt 
catatgaact 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 
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gaaaaaacac 
cttttatcaa 
cagagagaac 
aaactctctg 
ctgcatccac 
ttccttttct 
agggtgccta 
atgcgaaaaa 



gcattttgta 
atagcattca 
aacattcctc 
agagatggaa 
gctaccgccc 
tggttttaat 
gcacaatgtc 
aaaaaaaaaa 



atccaaatat 
gagtatt tga 
tctgtcaaca 
aacaagcttc 
cctgcccccc 
ttctgagcag 
tggcacaaag 



tgatattctt 
atgtccacca 
tcgagaggct 
tggtgggtgc 
gcccccccag 
atgattgtgc 
taggtgctta 



tacaccaagc 
gacaccagcc 
ttaaaacaac 
attttctggc 
tttgtacggt 
tgtgggaaca 
ataaatattt 



catcaggctc 
ccggggggca 
tgtttagcgg 
ccggagtcgc 
tgcaacagtg 
gcacacagtg 
gttcaattaa 



1440 
1500 
1560 
1620 
1680 
1740 
1800 
1820 



<210> 40 

<211> 1620 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1317467CB1 



<400> 40 

tccccgccat 

tccgccccgc 

cagcccgtgc 

ctcttctact 

ggttacctaa 

aatctacagt 

taccaaatgt 

gcagccacca 

ctggtcaata 

gtctccttta 

ctgaaactgc 

aggacccagg 

ttgtcttact 

atcatcgtca 

actgtgacct 

aatctaaaac 

ggatcgaagg 

tacattagag 

ctggccctca 

ttgcagctgg 

gatgaagaag 

tgtaggactt 

gagcgcaggg 

ccaagaaaca 

tgaagaagga 

gagaattcgt 

agctgtttct 



gtgacgccgt 
cgcgcagcac 
agcatcccgg 
gcactgtcct 
ccaaactcct 
gccctcggca 
gtagttccca 
ccttccagaa 
gccgtgtttt 
aatgccaacc 
actgccatga 
aaagggacat 
cagctttgca 
acaatcacca 
acgcatgtgt 
cttctttgaa 
ttctgaggaa 
cccacccgga 
cactgtgcgc 

ggagggagca 

aggaggagga 
catatcctat 
agcaaatcat 
tgggccagtt 
aggatcccaa 
catgtcattc 
agcacattcc 



ccttagccct 
gatgcttctg 
cctccgccgg 
ggtctgctcc 
gcaaaaccac 
ttctacgata 
gaagcctgcc 
ggtgctggac 
tggacctgac 
taatgaatta 
atccaagttc 
ctgctcctcc 
agtcctatcc 
ttttggaagc 
tcccaagaac 
gcagaaagat 
agatggaatt 
gagagctgcc 
cctggtcatc 
gctggtgcca 
cccctctgag 
atacagttcc 
tcaggaaata 
ctactgaaaa 
atgcccctcc 
aacactcgtg 
aaaataaatg 



gcgaccccca 
ccgggacgcg 
caggtagagc 
aaagagatct 
accacctatg 
agtgtccaat 
tcccagaggg 
gaatgccaga 
ctttgtccag 
aaaaacaaaa 
ctcaacatct 
aaggcagagc 
cgaaggtgct 
ccctgtttgc 
atactcacag 
ggtgaatatg 
cttgttagca 
ctgctgttcg 
agagagtcct 
ggaagtgaca 
tctgatttcc 
atagaagctg 
tggatgaaca 
ccacatgcat 
agttctggtt 
aggccaggaa 
aggagggaag 



gcgcgtcccg 
cacgccaacc 
cgccggggca 
cagcgctcac 
cctgtgatgg 
cggcatttta 
aagacagct t 
accagcgggc 
gaagcagtaa 
ccgtgtgtga 
actctgcgac 
ggctcccccc 
atgggaagca 
caggcgtgaa 
cgattgatcc 
gtataaactt 
actctctggc 
tgtccagtgt 
gtgccaagga 
aggtcgagga 
caggggaact 
cagagctcgc 
gtggtttgga 
cttgatgcga 
cacctgtacc 
gctattaaag 
agtctttgtt 



ggcctgcgcc 
gccgacgccc 
gctcctgcgc 
cgacttctct 
ggactatttg 
tgggcaagat 
aacctgtgtg 
ctgccacctc 
atacctccta 
agaccaggag 
ctacggcagg 
tttcgattgc 
gagatgcaaa 
aaaatacctc 
agccattgct 
cgacccaagc 
agcctttgct 
ctgcatcggc 
cttccgcgac 
ggacagcgag 
gtcggggttc 
agaaaggatt 
cacctcgctc 
tcgcactttc 
ttctatgaag 
ggatgtttca 
ttctgtaaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 
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1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 



<210> 41 

<211> 974 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> raisc_feature 

<223> Incyte ID No: 2279267CB1 



<400> 41 

atgggggaca atataacatc catcacagag 
aggattcaga tgctcctctt tgggctcttc 
aacgggacca tactggggct catctcactg 
ttcctctcac acctggcggt cgtcgacatc 
ctggtgaacc tcctgcatcc agccaagccc 
tttctgtttt ccacttttgc tgtcacagaa 
ctgtacgtgg ccatctgcca ccccctccga 



ttcctcctac tgggatttcc cgttggccca 60 
tccctgttct acgtcttcac cctgctgggg 120 
gactccagac tgcacgcccc catgtacttc 180 
gcctacgcct gcaacacggt gccccggatg 240 
atctcctttg cgggccgcat gatgcagacc 300 
tgtctcctcc tggtggtgat gtcctatgat 360 
tatttggcca tcatgacctg gagagtctgc 420 
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atcaccctcg 
ttacttctac 
ttggctgttc 
ggagcaattt 
ctctgtgcta 
ttctcccacc 
cccagatatg 
aatcccatgc 
aagagagtgc 
tgacctagga 



cggtgacttc 
ctttaccctt 
tcaaacttgc 
ctgggctggt 
tccttcagat 
tctgtgtgat 
ggaaccccaa 
tcaatcccct 
tgggagtaga 
agtt 



ctggaccact 
ctgtaggccc 
ctgtgcagat 
gggacccttg 
ccaatcaagg 
tggactcttt 
ggagcagaag 
tatctgtagt 
aagggcttta 



ggagtccttt 
cagaaaattt 
acccacatca 
tccacaattg 
gaagttcaga 
tatggcacag 
aaatatctcc 
cttaggaact 
tgaaaaggat 



tatccttgat 
atcacttttt 
atgagaacat 
tagtttcata 
ggaaagcctt 
ccattatcat 
tgctgtttca 
cagaagtgaa 
tatggcattg 



tcatcttgtg 
ttgtgaaatc 
ggtcttggcc 
tatgtgcatc 
ctgcacctgc 
gtatgttgga 
cagcctcttt 
gaatactttg 
tgactgacag 



480 
540 
600 
660 
720 
780 
840 
900 
960 
974 



<210> 42 
<211> 1561 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2436258CB1 



<400> 42 

gttaaaacag 

gcgcggagga 

ttcacgcggt 

tggtgttcct 

cagcccagct 
gtgcaagtgt 
ctggttcaga 
tgctcctggg 
cgctcctccg 
gacttataac 
acctgcagtt 
cacctgtgtg 
tggatgctat 
tggccgcctg 
ttggggaggc 
aggctgtcgg 
accaccgcca 
aggagcggca 
cccgacccct 
cctccaaatt 
tggtagtgac 
acccacccaa 
tgttcactgg 
ttgtttttta 
ttgtctccct 
ccgacagggg 
c 



ggatgtgcag 
cttggaggac 
cccgccggat 
acaacagggc 
gcggggggag 
cgcccgcatc 
gcgcacactg 
tgccgtgcgc 
acgttgcaca 
agcagcccag 
gctgctcgac 
cctgccccgc 
gcctgtctgc 
ccggcgcctg 
tgccagcttc 
ggcgccgggc 
actgccccag 
gcggctgtcg 
gcgcctcatt 
cgagctctat 
caaactcctg 
gtactccaca 
actctgatag 
ccttctgtct 
aagcaatggg 
agcaggctgc 



atggaggtcg 
acgcagttcc 
cccgaagacg 
ccactgttgc 
ctgctagctg 
ttcgcacaca 
gaccgacttc 
tgtgtgcccc 
gcgcctggcc 
gagcggaatg 
tgggtgggtg 
ttcaaccctg 
ctgctgctgc 
gttgaagatg 
tctaatgcct 
ctccggcact 
tttaccagcc 
gacctgtacc 
taccacgtgg 
acctgcctca 
cgctgggtga 
ccaccagcca 
ttggagctcc 
accctggaaa 
gcaaggtctg 
tttccctgcc 



gaggagacac 
ccagtgagga 
agggcctgga 
tcgtggccat 
tgcacgcaca 
agcagaacta 
tggacagtat 
ttgcccgccc 
tggcgctgtc 
tgctggccga 
caccagcctt 
atggtttttt 
ttggcaccca 
ggatgcatgc 
catcagccag 
tcctgtataa 
ctgagctaga 
accgcctgca 
ctgagaagga 
gccctctggt 
agaaagagga 
cctctacgga 
cagaccaggc 
tgtgtgtggg 
agggcccacc 
cagtcatgca 



tgctgccccg 
agctagagaa 
ggaaacagag 
gtcacggact 
gatcgtgagc 
tgacctccgc 
ggagcaggac 
gctgcgagac 
agtgctggca 
gtgccggctg 
tgcggcgggt 
ctacgcctac 
acgtgaagcc 
ccttggtgcc 
tgctcctgcc 
gccgctggac 
ggccccctac 
tgctcgtctc 
gacactactg 
gaccaaggca 
ggaccggctc 
ccaagctgcc 
agtgctggga 
ggtgtgtctg 
gatgagagag 
ccttcccctc 



gcccccgggg 
ggtggagggg 
gaccacaagc 
tctcagtcag 
acacttacac 
cgcctgctgg 
ccaggagccc 
gcactaggtg 
gtaggcggtc 
gacccagctg 
gaggcttggg 
gtggcccgcc 
ttccatgcca 
atgcgtgccc 
tacagcgtgc 
atccctgacc 
agcagagagg 
cacagcacct 
gcctgggtga 
ggtgcaatct 
ttcattcgtt 
cataatggct 
gcaaccacct 
tggccagtca 
atggtggcag 
tggggaaatt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1561 



<210> 43 

<211> 1619 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc__f eature 

<223> Incyte ID No: 2681738CB1 

<400> 43 

tgcgagggcg ggatagctgt ccaaggtctc 
tcttgcgcgc gggaagcagc accaagttca 
tggctacaac agtccctgat ggttgccgca 
gtgataaggc tgaagcttgg ggcatcgtcc 
cctcggtggc cttcatgctc actctcccga 



ccccagcact gaggagctcg cctgctgccc 60 
cggccaacgc cttggcacta gggtccagaa 120 
atggcctgaa atccaagtac tacagacttt 180 
tagaaacggt ggccacagcc ggggttgtga 240 
tcctcgtctg caaggtgcag gactccaaca 300 
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ggcgaaaaat 
tcaccttcgc 
ttgggatcct 
agctcgtccg 
tcagcctagt 
acgtcaatgt 
tcacctacgt 
gttccttcac 
ttgccatctg 
atgacaccat 
ttagtcccga 
atgctttctg 
ctcaagagga 
ccacacattt 
acgcttggcc 
ctgaagagtg 
gcgaaatctt 
tcccagcctc 
tcttagaggc 
agtgggagtc 
aggatcttgc 
tcgaccacct 



gctgcctact 
cttcatcatc 
cttttccatc 
ggggaggaag 
ccaggatgtt 
cttttctgag 
cctcttcttg 
gggctggaag 
ggtggcctgg 
cctcagctcc 
gttttggctg 
taaacctcaa 
aatcactcaa 
tcagctgcag 
gagcccttac 
ggacaaatgc 
gagtcttctg 
aaccacaatt 
gctgtagtat 
tcaggcaact 
tctgtcaccc 
gtgctcaagc 



cagtttctct 
ggactggacg 
tgcttctcct 
cccctttccc 
atcgctattg 
ctttccgctc 
atggcgctga 
agacatgggg 
atcaccctgc 
gccttggctg 
ctcacaaagc 
ctcgtgaaga 
ggttttgaag 
aaccagcctc 
aaagactatg 
agccgggcgg 
agaaaactgt 
cttccatgct 
tttttttttt 
caagtttaga 
aggcttgagt 
aatcctccca 



tcctcctggg 
ggagcacagg 
gcctgctggc 
tgttggtgat 
aatatattgt 
ctcgtcgcaa 
ccttcctcat 
cccacatcta 
tcatgcttcc 
ccaatggctg 
aacgaaaccc 
agagctatgg 
agacagggga 
cccaaaagga 
aagtaaagaa 
cagatctagc 
acaagacact 
ggggctgatg 
ttttggctca 
cccttactct 
gcagtggtgc 
tctccatctc 



tgtgttgggc 
gcccacacgc 
tcatgctgtc 
tctgggtctg 
cctgaccatg 
tgaagacttt 
gtcctccttc 
cctcacgatg 
tgactttgac 
ggtgttcctg 
catggattat 
tgtggagaac 
cacgctctat 
attctccatc 
agagggcagc 
gggagctcaa 
acgggaacag 
tgggctagta 
tccttaggat 
ttttgtttgt 
gatcacagcc 
ccaaagtgct 



atctttggcc 
ttcttcctct 
agtctgacca 
gccgtgggct 
aataggacca 
gtcctcctgc 
accttctgtg 
ctcctctcca 
cgcaggtggg 
ttggcttatg 
cctgttgagg 
agagcctact 
gccccctatt 
ccacgggccc 
taactctgtc 
agggatgtgg 
tttgcctccc 
agactccagt 
acttctttta 
tttttgaaac 
cagtgcagcc 
gggatgaca 



360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1619 



<210> 44 

<211> 3691 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2859482CB1 



<400> 44 

ggcgagcggc 

gcaagtcttg 

atcaaccata 

tcttgagtta 

tctactctta 

acaaataatg 

cagcagctgc 

ggggaaaagg 

aatcagctct 

gagatgagcc 

ccagtggccg 

gtaaatgctc 

tgtcagattt 

ctcttagatc 

tgtgtcagag 

tacaatgcag 

cggatacttt 

gccactgctg 

ataaaagaag 

tgctttaaac 

aataaagaac 

cgaaatagtg 

tcgtatgtta 

gaaactccta 

gtacaggagc 

agattattct 

cagataaagc 

gaaagtgaat 

cagtctggat 

aatgatgaac 

cttgaaacat 



gggcggcgga 
aacacattag 
atattctgag 
tggatgacaa 
atagtgaaga 
gaagtgatga 
aaaaagagct 
agcttgtgaa 
ccgcttcatc 
taccagtgaa 
atgaggacag 
ccaggagtga 
cactagatgt 
ctcagacaaa 
ggcatgatgg 
agctcttcag 
acagttttgc 
caccccagac 
atgatggtaa 
tacgccaagg 
ttgccattga 
acatgcactt 
ttacggggag 
aagataaagt 
ctgttcgatt 
ggcccttcag 
aaagggagag 
cagaaagaga 
cgcaaagttc 
ctctcctgag 

ggggagaact 



ggaggagacg 
tttatacaat 
gcattaaaaa 
ggcttctgtt 
ttttgtcttg 
tgagaaaaca 
agcagatgta 
aaggtcacaa 
caccattaac 
acctggacaa 
cgtagttttc 
agtggaagcc 
taccctttca 
cactgaaata 
aactcctgag 
aatacacgtc 
cactgccttc 
tcctgacagt 
aggttatttt 
aattgataag 
aaggtgtttt 
attagatttg 
ctggaatcca 
cctgtttatg 
tctcctggag 
caaacgtagt 
aaagaataat 
gaggaggaaa 
agtgatacct 
tggatctggt 
gttgtcaaaa 



gcaggtcgga 
gtggcctgaa 
atatttaatc 
ggaaaaatca 
gtttccaggc 
ggactcaaga 
ctgatggatc 
ctggatggtg 
cctgtgccat 
ggagattctg 
agtaaactga 
ttaaggatga 
gtgccgaatg 
gcaaactacc 
agtgactgtt 
ttccggtgtg 
cgccgttctg 
gacatcttta 
agtgcagttc 
aagattgtca 
ggtcttctcc 
gaatctatgg 
aaatccccac 
accacagctg 
acaaaagtcc 
actactgaaa 
actgacactt 
actacagcca 
tctcctccag 
gatgtatcca 
tggcatctca 



ctgaccaaat 
agtttccctc 
attcatgtgt 
gtgtctcttc 
aaggagatga 
ttgtagggaa 
ctccaatgga 
aaggagatgg 
tagtagggct 
aagcttcaag 
cttacttagg 
tgtccatctt 
tgtctgaagg 
ctatctacaa 
ttgctttcac 
aaatacaaga 
ccaagcagac 
ccttctctgt 
ccaaagataa 
tctatgtgca 
ttagtccagg 
gcaaaagttc 
attttcaagt 
tagatttggt 
gcgtttgctc 
atttcttttt 
tatatgaagt 
gtccttcagt 
aagatgatga 
aagaatgtgc 
acttgaatgt 



atggaagtgt 
ctctttccaa 
tgagactcat 
agactcagta 
gacaccatct 
tggaagtgaa 
cgaccagcca 
gcctctttct 
ccaaaaacca 
tcctttcaca 
ctgtgcctcg 
aagaagccag 
aattgtgaga 
aatcctcttc 
tgaaagtcat 
agctgtaagc 
cccactttca 
gtctttagaa 
ggacagacag 
gcaaacaact 
aaaagatgta 
agatggaaag 
tgtaaatgaa 
aataacagaa 
acctaatgaa 
gaaactaaaa 
tgtatgcttg 
tcgcctgcca 
agaggaagat 
agaaaaaatt 
gagaccgaag 



60 
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300 
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600 
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1560 
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1740 
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1860 
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PF-0726 PCT 




cagttgtcat ccttagtaag aaacggtgtc 
ctgctagcag gctgtcataa caatgaccac 
aaggagtctc cccaggacag tgctatcacc 
gactacttta aggacacagg aggagatgga 
tattctgtgt atgatgaaga gattggttat 
ctccttctcc atatgcctga agaacaggca 
tatgggctca gggaactttt caagcaaaac 
ttggagcgcc tcatgcagga atacattcct 
cttgaagcac acatgtatgc ctcccagtgg 
ctctacatgg tcttccatat catcgacctg 
aatgtcgccc ttggattatt aaagacttcg 
ggtgccttga agttctttag ggttcagctt 
aaaaaactaa tggaattagc ctgcaacatg 
gagaaagaat atcacaccat gagggaacag 
tttgagcggg agaataggcg tctacaagaa 
gacttagccc atgagctggt gaccagcaag 
gaggaaaagg cagatgctct gaataaggag 
gcagaagaag agaaaagacg gctggaagaa 
cgggaactcg acaaggcaga atctgagatt 
aagcagattt gttctcagtt gagtgaaaga 
gaaattgaga aaattcggca aaaagtggat 
aaagaagggc gtgtaaaagg cataagctca 
gaagagaaag agacgctcaa gaaccagctg 
aaactccagc tggtggaggc cgagtgtaag 
gccctcaatg aggtgcaggc agccaagaag 
aagacagcaa ccggggttca agggaaagag 
accttcagaa aacacgacac cttttgttgc 
ttgtcccagg accagaatgt acctaagtca 
gaccagagct tgtgaagcag gcaacctctg 
tagctcagcc gacgctctgg acactctaga 
cttccccgtg tacgtcaaca cctcacccag 




cctgaagctc ttcgaggaga agtctggcag 1920 
ctggtagaga aataccgcat tcttatcaca 1980 
cgggatatta accgaacatt cccagcccat 2040 
caagattcct tatataaaat atgcaaggct 2100 
tgccagggcc agtcatttct tgctgctgtg 2160 
ttcagtgttc tggtcaagat catgtttgac 2220 
ttcgaagatt tgcattgcaa attttaccag 2280 
gacctgtaca accacttcct ggatataagc 2340 
tttcttactc ttttcactgc aaaattccct 2400 
cttttatgtg agggaataag tgttattttt 2460 
aaagatgacc tgctgttgac agactttgaa 2520 
cctaagagat accgctcaga agaaaatgca 2580 
aagattagtc agaagaagtt gaaaaaatac 2 640 
caggcccagc aagaagaccc catcgagcga 2700 
gctaacatga ggttggaaca ggaaaacgat 2760 
attgcactac ggaaggacct ggataacgct 2820 
ctgctgatga ccaaacagaa gttgattgat 2880 
gagtctgctc agttaaaaga aatgtgccgt 2940 
aaaaaaaaca gttctatcat tggtgactat 3000 
ttggagaagc agcagacagc caataaggtg 3060 
gactgtgagc ggtgccggga atttttcaac 3120 
accaaggagg ttttagatga ggacacggat 3180 
agagaaatgg agctagaact ggcacagacc 3240 
atacaggact tggaacacca tttagggctt 3300 
acgtggttta accgaacact gagctccata 33 60 
acttgctgag agcagctgcc gcctcccgac 3420 
cttctttggc cagatgtgtg attctgtgac 3480 
gatccataga cgcatgttgg taggtcactg 3540 
gggtaagact actgatacta acaggcctgc 3600 
aatcactcct cagtgtgacc tcccaggcct 3660 
c 3691 
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